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..S£0 ID NO: 2 
..S£Q ID M0t3 
• • N-CKD 
• • C-CHD 

. .AMIHO ACID HO. (3E0 ID M0:2) 
. .AHIKO ACID HO- (SCO ID K0:4) 
..EST COMSENSOS 

. .rOligo CGHPLEHEHTMY 5C3UENC: 



.3'-H0MTRAHSLAT10HAL DOHA IN 
.CL-L2-1 S'-HOHTRANSLATIOMAt DOMAIH 
.Cl,-L2-2 S'-MOWTRAMSLRTIOHAL DONAIN 
.CRD (SUGAR CHAIN RECCCHITJCN DOMAIN) 
.COUAGCH-LIKE DOMAIN 
.CL-L2-J N-TCRHIKAL DCKAIN 
.CL-L2-2 N-TCRMIHAL DOHA IK 
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^ (57) Abstract: Isolated collcctin (CL-L2s) genes containing a base sequence represented by SEQ ID NO: I. 3. 5, 7, 9, 1 2, 36, 38 or 
O 40 relating to novel col lectins which are expected as exhibiting an antibacterial activity, an antiviral activity, etc. particularly in the 
Q human body; and isolated collectin proteins containing an amino acid sequence represented by SEQ ID N0:2, 4, 6. 8. 10, 13. 37, 39 



or 41 and derivatives and fragments thereof. 
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(57) Sl«l: 

^n^mm:ju!7^>\zt)^i)^^. ^nmn : i> 3, 5. 7. 9, 1 2, 

3 6, 3 8 'bb<li4 0Tyr:-^tl^^mm^l^ttS^m-^nft3U^9' 
> (CL-L2 s) ite^, *5i:U^SSJ'J## : 2\ 4> 6, 8. 10, 

1 3, 3 7, 3 9 hL<\t4 ir^^ti^T ^ ymm^i=s:^t^^mtti 
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m m m 

iZ^l^^iX^^ rhCL-L2j ^^ZS rmCL-L2j tmh. 
ESUb^^ViJi^JAMl;: rcL-L2j tf^-r^c yM&'¥-^^n^>/'^i7 

10 T r^^#:j tm>-r^) , -ene.cDifM- ^n<b±x^ rcL- 
L2sj trnt^) fsi^Uiz-^tnoo^mizm-r.^o ^tz. cl-l2 

::^-Xh, CL-L2s^^\^tzmm(D7.^V-::i>'if:^mzmt^c 
15 -^\Z\t. CL-L2 sM^'^^^tS^^^^^-^ m^m^^^^-iZ^ 

i^^^nmtri^^m^-r^mm\zm-r^o 

^^mm\zmmu'i^m^m^x^^^m^^\t^^^'a^^)y:^m^^ 
m(Dm<^\zmi^m^^^x;^^c 3:^mi^m^-r^m~mm^^^nx 

^Li^'^t^:Lt\z^r)m^^^^^<t-^'^^V'^9'>mmm^f)^\z 

25 $n:fe (Sato. T. et al. ; Int. Immunol., 6, 665-669, 1994) o 
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^mzU'^t^CmUC7^>'C^K). ^(Dm7t}t^PfS.< <i:t>(Gly-Xaa-Ya 

^"^ytmm^n (Malhotora. R. et al. ; Eur. J. ImiDUDol., 22. 14 
37-1445. 1992) . MB F ^i^\Zn U^^y- 4 3 (CL-4 3) ^ -9— ' 

yyip^yhm&MA (sp-a) , -^-yr^^yhmBMB (sp 

-D) id^ZS^zyU>ifJV=f--y (BKg) ^^Slf^ H t 

f3:^^!^\Z^-r^m^^m\zm^LX\^^^tm^^nx\^^^ (Kawasaki. 
N. et al. ; J. Biochem., 106. 483-489, 1989, Ikeda. K. et al. ; 
J. Biol. Chem. , 262. 7451-7454. 1987, Ohta. M. et al. ; J. Biol. 
Chem. , 265, 1980-1984. 1990, Summerf ield. J. A. et al. ; Lancet. 
345. 886, 1995) . 

zn^onu^^y\t. f^im u) iz^r^'Dfsi. (i) cRD:fe<k 
zs (2) :2y'-yymmmm(Dnmmfs.mmt:^ts^^mmi!}^^m}^-^ 

nTViSJl<i:*5^f>nT*3 0 (Malhortra et al. ; Eur. J. Immunol., 

22, 1437-1445, 1992) . z (D^^mmti^u ^ ymmmz^i^^T h ^) 

m^. :ju^9-y\z^^4mm^fs.^mjt^^^(Dm^i!)^^m-^n. m 
isii^b, m^(Dm^'^(D'^%ai^^-^m^\zmmti:m^\^^rcvx\^^^ 

t(D^^i}^:f3i-^tlX\f^^ (Super et al. ; Lancet, 2, 1236-1239, 198 

9) o ^^\z, ^^<D^wm\z^n^znib(D:nU^^y(D'i^mi,z':)\f^ 

X. mxiit. UBF <Dm&=!'±o)^^\zmmLrzMBP <Djt^mm(0'i& 
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Vi5 (Sumiya et al. ; Lancet, 337, 1569-1570, 1991) » *fe> 
V=->'{\:^±(Djfa.m^MB?^m\ti&m^^L (Madsen, H. 0. et al. 
; Immune genetics, 40. 37-44, 1994) mW^^^^BCV'^'Tlf^tlf'^t) 
^^f)^$>0 (Garred, P. et al. ; Lancet, 346, 941-943, 1995) , M 

B p \t^^mm\z^\,^xmmf3.'i^m^^'z>x\^^^tmpL^:i t-A^r^^o 

MjH^VTc (Wakamiya et al. ; Glycoconjugate J., 8, 235, 199K Waka 
miya et al. ; Blochem. Biophys. Res. Comm., 187, 1270-1278, 199 
2) o ^om$e>lC, BKg^n-K'r^cDNAi^D-><&^#b, B 
Kg is P-D^i:(Di53ittfe^m$nTVi^ (Suzuki et al: ; Bioch 
em. Biophys. Res. Comm. , 191, 335-342, 1993) o 

'^hx^m^<D^m\z%m^r^tz.^i^xh^. 

n^(Dtz^<DU%-^mn(DWimzmmx%^h<D^m^-t^^t^u^ 
tut>%. 2^^Hjf5^To (1) ~ (3 3) ^^om^tt^hox 

( 1 ) @2^J#-%2 (DJ^^B.^^ 1-271 {3^.t"75 7^2 7 IM 
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(2) mmm^4 5 (B2^j#-t 1 (Di^mm^2 e 5 ~ 1 0 7 7 jcffi^) 

H5^-r:§|g@B3RI. BH^J#-^2 5 y ~2 7 1 {C^TT^ ysf 

(3) BB^J#-^4(Z)7^y®?#-^l~ 2 4 5{C^t" 7^y^2 4 5M 
:«>^e>^S7$ym@B^J^Wr§i5'>7'?i^K, *;^c«, @3JiJ#-t4©7^ 
y^H^ 1-2 4 5 {C^-r7 ^y^g2^J{C:feViT 1 t)L< «i[jp(D7^ 

#^4(Z)7^y^#-^i~2 4 5 \z^-r7 ^ ymmm^^-r^!^>n^ 
it. 

(4) gB^J#^4 6 (SB^J#-^ 3 1 4 1 -8 7 5 tcffi^) 

\z^-r^&m^L @a^ij#^4 ©7^ y 1-245 »c^t7^ yi? 
T'A-r:/Ui5^-rxb> ;i»^o@s3?ij#-^4 ©7^ yi?#^ 1 ~ 2 4 5 \z^t 

(5) BS^J#-^4 7 (@BM#-^ 2 CD7 5 y 1 1 3-2 7 1 {I*B 
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(6) E^J##4 8 (E^J#-^1 (D*gS#^6 0 1^ 1 0 7 7 ICffl^) 
{c:3^t"^SSS2?lJ> @B^J##2 07^ 1 13-27 l lz^-^TB. 

i^r-vA-c/vy-iXL. if}^'Dmm^^2<D7s.ymmm 13-27 

(7) (5) (CfBmo^>Ai^MON5^^ffi!l(C (GIy-Xaa-Yaa),n.(mt 
XaatYaamw|--7^ y^^ST^oT'b^J^S7^ y ^^^TSrpT'b 

(8) (7) {'43lt§ (Gly-Xaa-Yaa) n^^flBP, -ftSiiD-h. 
Gly-Leu-Lys-Gly-Asp-Ala-Gly-Glu-Lys-Gly-Asp-Lys-Gly-Ala-Pro-Gl y- 
Arg-Pro-Gly-Arg-Val-Gly-Pro-Thr-Gly-Glu-Lys-GIy-Asp-Met-Gly-Asp- 
Lys-Gly-Gln-Lys-Gly-Ser-Val-Gly-Arg-His-Gly-Lys-Ile-Gly.-Pro-Ile- 
Gly-Ser-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly- 
Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro (E3?II#-t4 9 (IB^J#-i-2 : 7 B. y 
^##4 1~1 1 2\Z^m) ) > 

Gly-Asp-Ala-Gly-Glu-Lys-Gly-Asp-Lys-Gly-Ala-Pro-Gly-Arg-Pro-Gly- 
Arg-Val-Gly-Pro-Thr-GIy-Glu-Lys-Gly-Asp-Met-Gly-Asp-Lys-Gly-Gln- 
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Lys-Gly-Ser-Val-Gly-Arg-His-Gly-Lys-Ile-Gly-Pro-Ile-Gly-Ser-Lys- 
Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly-Pro-AsD-G.ly- 
Gin-Pro-Gly-Leu-Pro (@B2?!I## 5 0 (E^J#-^ 2 : 7 ^ y 4 4 ~ 

I 1 2. 'bt<«@B^J#^4 : J^ym^m 8-8 6{Cffi^) ) . 

G 1 y-G 1 u-Ly s -G 1 y- As p-S e r-G 1 y-Asp- 1 1 e-G 1 y-P r o-P r 0 -G 1 y-P r o-As n-G 1 y- 
Glu-Pro-Gly-Leu-Pro (gB^J#-^ 5 1 (@HJiJ#-^2 : 7$yM#^9 2~ 

I I 2. hv<\tmnm^4 7^ y^##6 6~8 ejcffis) ) . 

Gly-Asp-Met-Gly-Asp-Lys-Gly-Gln-Lys-Gly-Ser-Val-Gly-Arg-His-Gly- 
Lys-Ile-Gly-Pro-Ile-Gly-Ser-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp- 
Ile-Gly-Pro-Pro-Gly-Pro-Asn-Gly-Giu-Pro-Gly-Leu-Pro (SB^J## 5 2 
(B3^J#-^2 : 7^y®?#-^6 8~ 1 1 2. feb< «E3?!I##4 : 7^ 
yif#^4 2-8 eicffi^) ) . 

Gly-Asp-Ala-GIy-Glu-Lys-Gly-Asp-Lys-Gly-Ala-Pro-Gly-Arg-Pro-Gly- 
Arg-Val-Gly-Pro-Thr-Gly-Glu-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Qly-Asp- 
Ile-Gly-Pro-Pro-Gly-Pro-AsD-GIy-Glu-Pro-Gly-Leu-Pro (i3^J#-^ 1 1 
(B2^J#^2 : 7^y^i?##4 4- 6 7i5^ZS9 2-112, hV<it 
SH3?iJ#-^4 : 75ym#-^l 8-41*3j;r;C66-86»C=jB^)), 
Gly-Leu-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly- 
Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro (@2^J#-^4 3 (M^m^ 2 : 75 7 
M#-^4 1-43 43<t ^92-1 12 ) . 

Gly-Leu-Lys-Gly-Asp-Met-GIy-Asp-Lys-Gly-Gln-Lys-Gly-Ser-Val-Gly- 
Arg-His-GIy-Lys-Ile-Gly-Pro-1 le-Gly-Ser-Lys-Gly-Glu-Lys-Gly-Asp- 
Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly-Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro 
(gS^J#-^4 2 (mm^2 : 7^y^#^4 1-4 3i5itX6 8-1 

1 2\zmm ) , s/c« 

Gly-Leu-Lys-Gly-Asp-Ala-Gly-GIu-Lys-Gly-Asp-Lys-Gly-Ala-Pro-Gly- 
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Arg-P r o-G 1 y-Ar g-Va 1 -G 1 y-P r o-Thr-G 1 y-G 1 u-Ly s-G 1 y-G 1 u-Ly s-G 1 y-Asp- 
Ser-Gly-Asp-Ile-GIy-Pro-Pro-Gly-Pro-Asn-Gly-GIu-Pro-Gly-Leu-Pro 

(E^J#^44 (IE^J#-^2 : T$yif#-#4 1-6 7:io^XS9 2-1 

1 2 fC*g^) ) 

'^^tsmm^ibm^tEti^z.t^wmtr^ (7) cr>^>Ai^®. • • 

(9) (7) ^rc\t (8) \zmm.<D:^>n^n^:2-]iT^m.mm^io 

(10) (7) ^rc\t (8) \zmm.<0^y/'^^n(D (Cly-Xaa-Yaa) n 

Met-Arg-Gly-Asn-Leu-Ala-Leu-Yal-Gly-Yal-Leu-Ile-Ser-Leu-Ala-Phe- 
Leu-Ser-Leu-Leu-Pro-Ser-Gly-His-Pro-Gln-Pro-Ala-Gly-Asp-Asp-Ala- 
Cys-Ser-Yal-Gln-IIe-Leu-Val-Pro (S23?iJ#-t 5 3 (@2^J#-^2 : T^y 

(11) (7) (8) \zmm(Di^>/'^^M(D (Gly-Xaa-Yaa) n 

(Dmm(Dmt^\zsxT(DT^ ym^^]-rtit>t>. 

Met-Trp-Trp-Yal-Pro-Pro-Ser-Pro-Tyr-Gly-Cys-Leu-Pro-Cys-Ala-Leu- 
Pro (E^J#^5 4 (@2^J#-^4 : T^y^#^l~l 7 \zm^) ) 

^\z^tsct^i^^ft^^>n^mo 

(12) (io)s;t«(ii) \zf^m<D^>n^m^:3-\^'r^m. 

(13) @B^J#-^6 07^y^#^l~l 9 7 tCS^fr ^ yi? 1 9 7 

•r7^yi?@5^ij{c43ViTi hL <\t^m(D7 ^ ym^^^K^. mw^hh< 
-19 7 \zmt.7 ^ y^^^i^m't^^yA^ntmm(Di^M'^^'r^ 

(14) B3^J#-^5 5 (i2^J#-^5 ©^S#-^ 1 4 1-73 1 JClffi^) 
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(15) @B^J#-^8<D7 5yg?#-^l~2 2 1 \Z7r:-r7 5.ym2 2 1 
<@*>e>J5!^S75 yiSiB^J^^f ^rJ'^Ai^M, S:^cti. @B^J##8 07 
^/m##l'-2 2 1 IC^-r7^yi?ga^Jlc::feViTl 'bb<ti|!c^07 

2?iJ#^8 ©7$ ygg#-^l~ 2 2 1 75 y ^@23^J^WTSt^>>''? 

t 

(16) mnm^s e m^m^7 (Dmmm^i 4 i~8 o sjc^s^) 

\Z^t^mmn> E^J#^8 07S y^##l ~ 2 2 1 },Z7r:t7 5.ym. 

r/\-(':fV^-(XVs /5^"S)@e^J#-%8<D7 5ym#-t i~2 2 1 izBT 

(17) Mfi^j#-i- 1 0 (07^ J m.^^ 1 ~ 2 2 1 {1^1-75 / 2 2 
n@:^^e)fifes75y^@B^j<£r^-r^i5'>A/7g. iaanj#-^ 1 0 
<z)75yi?#-^i~2 2 1 {::5^-r7 5 y mia^jtc^si/^T 1 t)b<«^<@ 
a)75yi[;&t^^. M^t)b<«#ip$nfc7 5 y^E^j50^e>j^j:D, 
oiB^ij#^ 1 0 ©75 1-221 \z^t7^jmum^^-r^ 
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(18) mnm^S 7 (g2^J##9(Dm^#-t 1 4 1-80 sicie^) 
tC^TilSIB^J, @3^J## 1 0 ©7$ y 1-221 tc^T75 / 

(19) m^mm 3 ©75 i ~ 2 ? 1 iz^rr^yi^z 1 

075yM#-^l~2 7 1 tr^T75 y ^gB^J{'*3liT 1 'foU<«|^i@ 

-i^SB^^ij^-^ 1 3 cD7 5y®[##i ~2 7 1 ic^-r75 y^g3^j^£wr^ 

(20) @e^J#-^ 5 8 (iB^J#-^ 1 2 1 5 7 ~ 9 6 9 tffi 
^) td^TitggB^J, gH3?!l#-^ 1 3 (D7 5 y 1 ~ 2 7 1 {c:^-r7 

^^TTA-rr/Ur^^-rxt, :*^'S)E3^j#^i 3(D75y^#-^i~2 7 
1 \z7h^y ^ J ^^■n^:^-t ^ ^ y m.tnmo'^m.'k^'t ^ y n 

(2 1) @B^J#-^3 7 ©7 5/i!#-^l ~2 2 3 (C^r75 7^2 2 
3ii*>f»fiK;57 5 y^@B^JSrWr^^>Ai^M, SfctS. @2^J## 3 7 
075yi?#-^l~ 2 2 3{C^r75 7^iB^J{3*5ViTl 'bt<«i[i@ 
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(2 2) @e^J#-^5 9 (E^J#-^3 6(D^mm^2 6 5~9 3 Steffi 

5 m \z^tm.^^m. @b^j#^3 7(D7 5y^#^i~2 2 sjc^f 

^^TTA-r ^^UiJ^-rxb. d>og2^j#-^3 7 (D7^ymm^i--2 2 
10 ^m^:j-]^-t^^mmmo 

(2 3) @S?iJ#-^3 9 5 1-2 4 7 \Z^T7^ ^^2 4 

15 :p@3^j#-^3 9 (D7$ 1 ~ 2 4 7 \z^t7 ^ y ^mm^^-r ^ 

(2 4) E^J#-^6 0 (E^JS-^3 8 ©:gS#^2 6 5 ~ 1 0 0 5 tc: 
ffiS) {C^-r*g^@B3nj. MB^J#-^3 9©7^y^#-^l~2 4 TtdS^-r 

TSi^fj^TlTA^T'UiS^-l'Xb. *^-0@S^J#^3 9 ©7^ 7 ^#^1-2 
4 7 lC:^-r7^yM@S^J<&Wr^i5'>Ai'M<i:|^^©^iM^^-r§iS7> 

25 ( 2 5) E3^J#-t4 l(D7$/m##l~ 2 4 7lc:^f 7$/®?2 4 
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0)7^ y^^^ 1-2 4 7 y®iB2?iJlc::feViT i t)U< 

oE^J#-^4 1 ©7$ 1- 2 4 7 ii^TT^ ymSB^J^^fs 

(2 6) EJij#^6 1 (mnm^4 0(DSig#^2 e s-i o o sic 

ffi^) H^-rm^E^J. E^J#-%4 1 07^yM## 1 ~2 4 7 IC^f 

10 ;^^#TTA-r:/U:$^-rxb. 5i»^-3gB^j#^4 i ©T5ym#-i-i ~2 
4 7 5^ -r 7 ^ y m 13 ^ ^ > A g <h isi ^ © ii ® $ ^ r § ^ > 

(27) ( 2 ) . (4 ). (6), (9), (12), (14), (1 
6), (18), (2 0), (2 2), (2 4) ^rz\t (2 6) \zmm. 

(2 8) (2), (4), (6), (9), (12), (14), (1 
6 ) , ( 1 8 ) , ( 2 0 ) , (2 2), ( 2 4 ) Sfcfi ( 2 6 ) {CfB^ 

(29) (2) , (4) , (6), (9), (12), (14), (1 

20 6), (18), (22), ( 2 4) ^rc\t {2 6) \zmm.<D^mmn 

(3 0) (2 0) t^Wi(DumMmr^mn^mLrzmm^^mv. 
25 nomm^. 

(3 1) mm^^mm. wimm^^tcit^^ms^r;^^. (29) t. 
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fcit (3 0) tCfS^OMii^o 

(3 2) CL-L 2 site^©^3^l-^;i'^^^b$-&fch7>7>5^x 

(33) mCL-L2 sm^'f-omm^^m^'^rc / y ^ 7^ 

(3 4) (1) . (3) . (5) , (7) . (8) , (1 0) . (1 
1) V (1 3) , (1 5) , (1 7) . (1 9) . (2 1) , (2 3) 

*7t« (2 5) \zt^m<D^>A^M^tcit-^(Dm>iizM'r^^i^c 
(3 5) t^^ji7u-i-)mi^. "ty i7u-'^)vmi^^rc\t^':r^]^m 

i^rh^ (3 4) IH^CDfeii*:, 

(3 6 ) (3 4) S;itfi (3 5) iZ$m(Dtfii^t CL -L2 s^>n 

(37) (1), (3), (5), (7), (8) , (10), ; (1 
1 ) , ( 1 3 ) , ( 1 5 ) , (17). ( 1 9 ) . ( 2 1) , (23) 

^fz\t (2 5) \zfd.m(D^>A^M<Dmm^mmr^7::i=L7.ho 

(3 8) (1) . (3) , (5) , (7) . (8) . (10). (1 
1), (13)^ (15). (17). (19). (21). (23) 

^rc\t (2 5) \ztm<D^>/'^^m(Dmm>&mwrh7>:$^:i:=-xho 

(3 9) (1) . (3) . (5) . (7) . (8) , (1 0) . (1 . 
1) , (13). (15). (17). (19). (21). (23) 

sfcn (2 5) \z^m.(D^y/'^^m'&m^^^^t^^WLt'r^m!^(Dx 
(4 0) ( 3 9) \ztm(D7.^ v--y'if:^m\z^-Dxn^nrzmmo 
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xsi^yn^n (mbp, s p-A:fej:yts p-d) ©mii^zi^f 

:^ciimnU^^>S:^rS (a) , (b) ^ 5 E]l*v 

$nTVv§4i@OnV^5">i:, *^H^O^^n ^ 5^ > (hCL-L 
2-1) ©7 5yi?iB'^J©7 5-r >^>hCDt[¥fi5^&^i^-r0T^-5, 
il6 0;t, S5S^:|^<i(07^'r >;>^> h<D^^^^J-*^1-0TfeS. 
^7il«, *^BJ©if^:n^i^5^>hCL-L2<Dlii§§4i':i^&^-r, t 

*^BJ©ir^r3 ^^5=^> (hCL-L 2 - 1 43<ki;Jh C L - L 2 - 2 ) 

*^§g#e>{i b h:fei;rXT'>;^fT^3Vi^5^>]te-? (h CL-L 2 
;feckr^mCL-L 2) D-r:>i5^{Cfi£5tUfe, fr^CL-L20C 

m 3 07$y@S#-^l 1 3-2 7 1> @B2^J#-^4 ©7$ 7i?##8 7 
-2 4 5) ti.h'a\Z (Gly-Xaa-Yaa) nttit^^-T ^ 3 >^0J^ (SB 

n^m^^m 3(^7^y®t#-^4 1-112, gH^J#-t4(D7^y 

^##18~8 6) <£^bTVifcc 

S;^::, h CL-L 2{C{*^4EI{C:^L:^cJ:"5{C, N*i^#J(Z)7^ / ^ 
SB^Jd^Sfj:^ 2m'^(}^^yn^% (CL-L2-li$<fclKCL-L2- 
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2) d5#^bTVi;t, Mi^m\Z\t. CL-L2-1 (E^J##2 IC^T) 
ON5^JSfflf (^1-43^3:) 7^/mtCL-L2-2 (E^J#^4{C 
5^1") ON5j^^^l!l (^1-1 7^5:) 75yi?d^m?S:oT:feD, -ecDs^« 
l^-T^&o;'^:. $ C L - L 2 - 1 CDN5)?^^7$ y 1 ~4 

:d^> CL-L2-2(^N5|5i^tlT$yi?mi'>'l 7 fete v^:h;i/@3^J 
:fe □ 7 - ^ b )&i o o 

inJAT, C L - L 2 - 2 (CtimRN A©:t;i/i$'— :;^xw ':f7.'fy-i>^ 

L 2-2 VI (I2^J##5. 6) . CL-L2-2V2 (gBi?lJ## 7 . 
8) :feJ;([;CL-L2-2 v3 (@2^J#-^ 9 . 1 0) tia^T. CL-L 

2 - 2 V 1 gB^J#-^4 tC^fC L - L 2 - 2 / 1 8~ 
6 5 m^X^ (gB^J## 3 IC^^TCL - L 2-2 CD:^a#-^l 92-3 

3 5mi}iX^) bfcfc©TSO, C L - L 2 - 2 V 2 tt. SB^J|I#4 

^•rc L - L 2-2 (DT^ymm^- 1 8 ~4 1 (mmmn 3 \z 

^tCL-L 2-2 192- 2 6 3 m:^^^^) LTchQ-V;^ 

CL-L2-2v3li, @B^J#^ 4 I'^T C L - L 2 - 2 ©7 5 y 
^#•^4 2- 6 5 rB^*^:>:^ (Eanj#-§-3 I'^f CL-L 2 - 2 
■^2 6 4~3 3 5 PbI*^:^^) 1 75: CDT^ -5. Cin & 3 >/1i^ K 

-r^TCL-L 2- 2©r!^-y>;^0^[^C^)7.y^-re/>i>'c:)|| 

$e>{C, CL-L2-1 l'HmRNA(7):^;i/37-:^x^ :/X:/^-r v 
>i^tc:<k':?T^i;§ 3S0i5'>Ai^M5i'^#^EbTVifc. ■etie.^&CL- 
L2-1V1 (E^iJ#^3 6 . 37) . CL-L2-1V2 (@2^J#-^ 
3 8 . 3 9) :fectr/CL-L 2 - 1 v 3 (E^J#-^4 0.4 1) i^i^f o 
C L - L 2 - 1 V 1 E3?!J#-i- 2 (C^l" C L - L 2 - 1 V ^# 
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^4 4-9 1 m^^^ (SB^j##i (c^^rcL-L 2 - 1 o^^m^ 3 

9 4- 5 3 7 re^j&t^^) bfcfecDT^O, C L - L 2 - 1 v 2 tt. g22?ij 
#■^2 {C^rCL - L 2 - 1 ©7$ ym#-^4 4-6 7 mti^^K^ i^m 
## 1 fC^I" C L - L 2 - 1 3 9 4 -46 Sfa^jii^^^) Lfc 

t)©TSD> CL-L2-lv3fi> iB^J#^ 2. IC^t" C L - L 2 - 1 

©75 yi?#-^6 8-9 1 TpI:^^^^ (iB^J#^ 1 l;:^-rcL - L 2-1 

(D:^S#-t4 6 6- 5 3 7 Fp^J^^^^) bfcfe(D-C^S. ^Itl^) 3SOr$' 

^n^enm^m^ i ic^-rh c l-l 2 - i . b2^j#-^ 3 izmth cl 

-L2-2, E3?!I#-^5 t^^-ThCL-L 2- 2 v,l, @E^J#-^ 7 Id^ 
T h C L - L 2 - 2 V 2 , g22^J#-t 9 {C^f hCL-L2-2v3, B3 
^J#-^3 6 t;::^-rh CL-L 2 - 1 V 1, @3^J#^ 3 8 l;i^TjiCL- 
L 2 - 1 V 2 , J;Z^@B^J#-^4 0 fC^Th CL-L2-lv3 
fS. *BJ^#fc43Ui:^ffl1"^h CL-L 2 ^>/t^MiJJ. I^IBb 
75:1^^0, -?-tl"e*tl@B^J#^2 (C^-Th CL- L 2 - 1 , @5^J#-^4(c: 
5^fhCL-L2-2, @2^J#-^6 iCS^i-h C L -L 2 - 2 V 1 , E3?0 
#-t8 {C^-Th CL-L2-2v2, @B^J#-^ 1 0 iZmTh CL-L 2 
- 2 V 3 , @H^J## 3 7 {d^f hCL-L2-lvl, gB^iJ#^ 3 9 {d 
^Th CL-L2-1V2, :feckl>'E^J#^4 1 Id^fh CL-L 2 - 

1 V 3 sr-a-^-rso ^fc. ^■ne,cD+gp#:, ^^i^. mmw^i^xs^i^ 

*BJiB»l':teViT^ffiT^mCL-L 2iife^iJi, ^12 b^j: V^IS D , 



wo 01/81401 



16 



PCT/JPOl/03468 



^tz. :^^BM\z\ts ^mmzumm^z. 4. 8. 10. 13. 

37. 3 9 'bL.<tt4 1. E^J#^4 7 (gH^J#^2 07^ 1 

1 3~2 7 llCffi^) trc«gB^J#-^l 3(DT^ /m^^l 1 3-2 7 

nz. 4. 6,8> 10 , 13, 37. 39feb<«41> gB^J#-^ 4 
7 (E2?iJ#-^2(D7^y^#^l 1 3-2 7 1 Ica^) Sfc{j:gB^J#-^ 

1 3 07^ym#^i 1 3~2 7 1 iz^tT^ ymmm\zmmt^7^ 
^\^mt^^>j'^^n:b^^n^, sh^j#-^2. 4. 6, s, lo, i 

3, 3 7, 3 9 'bb< (i4 1 , I2^J#^4 7 (E^J#-^ 2 <D 7 ^ y ^# 

^113-2 7 1 \z^m) ^rz\tm^mm s 0Ts.jm^m 13- 

2 7 1^1-7$y^i3?iJ{c^M&<jfcm<!J<'r^7^y^@2^J«J:fi, gB3?>J# 
■^2, 4, 6, 8, 10, 13, 37, 39'bb<l^41, @2^J#-% 4 
7 (@2^J#-^2(^7^ym##l 1 3-2 7 1 H+a^) ^:tJiSB^J#-^ 
1 3©75yi!#^l 1 3~2 7 1 {^^1-7$ yi?@B?!l^-^?:fi5^>Ai^ 

:in ^ « AI6^^^ Fp^ t» t^j: . 



wo 01/81401 



17 



PCT/JPOl/03468 



mt^ttc^r. (1) c 8i'^^:!!^\s^<Dmm^mmmmm (crd) r 

(CRD) t343V:>T 1 - 1 Og^, (2) ^ y - ^' >mmWZ^\f^X 1 

~5 omm. $fsb<«i~i 5<o7^/m(D^R.^. m^Rzsy^rcit 

t^^B^\Z\t. Ea?iJ##l, 3, 5. 7, 9. 12. 36, 3 
9 L < ^t 4 1 . @3^J#-^ 4 8 (@2^J## 1 6 0 1. - 1 0 7 

7icffi^) ^fc(*@B^j#-t 1 2(Dmmm^4 93-96 soi^^-tm-^iz 

h U >vx> Ji, ■e?iJ^J^, 5XSSC. 5 %5^>A- h?t^ 

(0. 1 % B SA> 0. 1 % Ficol 1400, 0. 1% PVP), 0. 5% 
SDS*3j;O:20/i g /m L D N A ^^-^^T 

3 7'C{3T— :S-1'>4^^^-hb, -IPViT^i&ICTO. 1% SDS^^ 
2 X S S CT?Jfe^^-r§^#T-^Sc S S C(DRt>Kf\zm'^S S P ES:^ 

(c:j;oTn- H$n^i5^>A-i^MJi, CL-L 2 s ^y/'^^Mtm^o) 
^M^n-O ^ 'btl. C L-L 2 s ^ >Ai7Mtm^(Dii 
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gBJ!l#-t2{w^rhCL-L2-l (75/M##l~2 7 1) 

^J{c:tte>^:^;i/S^j; n^-y^^H^O, C RD H^-Y 
^Tc. gB^J#-i-4 t^-Th CL-L 2 - 2 (T S ^ 1 ~ 2 4 5 ) 

n-\i-t^mm^m imnm^4 6) \t^m^7 3 5<@;6^e.^§. ^sb 
i?u{cttn^-'^*>itH;^-r >, CRD i^y^-i y^(D^m^U7^ 

Sfc, E^J#-^6 (v^^Th CL-L 2 - 2 V 1 (T^y^#^l~l 
9 7) y^g5^?iJl57^ / m 1 9 7i@:!&^e.fiK§?5'>Ai^KT$ 0, 

■?-nSr3- H-r5:^SE^J (E^J#^5 5) 5 9 l^A^^^Sc 

^E3^JlCltr] K^-r >, CRD H^-r >#€>#t^W?5:7 5 y 

Sfc, E^J##8 (I^^Th CL -L 2 - 2 V 2 (7^y^#-tl~2 

2 1) (D7^ymmm\-i7^ym2 2 imf}^^m^^>A^nr$>r), 

^SS^JlC«n5-y>1ih*p^-r >. CRD h*p^<>^(Di}#i!iW75:7$ / 

mmm^^^Lxi^^Tc. z(Dd>ynt?n^u- 

^fe> @B?iJ## 1 0 IC^-Th CL-L2-2V3 (7 = 7 1 ~ 
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2 2 1) <DT^ymmmt7^yi^2 2 im^^^j$.^^>/^^n'v;3br). 

-en^n- I^T^i^SE^J (S2^J#-t 5 7) 6 3mi^^^^i>o 

mmmz\tn^-{fym\i^'i crd n^-o^o^^wj^r^y 
mumm^Lxwco ^(D^yn^n^u- ktssse^j^e2?ij# 

gB^J#-^3 7 fC^fh CL-L 2 - 1 V 1 (7$ ~ 

2 2 3) or ^ ymum\t7 ^ J ^2 2 3j@75^e,^§iS^>A^®T^t3. 
^n^u-\^-t^mmmm mm^ns 9) «:^s^6 e ^mis^^^^o 

■^.3 6 {C^bj't. 

^fc, E^!l#-^ 3 9 IC^Th CL-L 2 - 1 V 2, ~ 
2 4 7) (OT^ jmW,m\ty^ Jm2 4 7j@/{)^e)^§iS'>A^MTabO. 

mmmz\i,n^-^'ym f^-t >. c rd h^-t ym<D^m^U7^ j 
mumifi^^\.x\^tco <i(D^yni'm^:2-]i-t^Mmum^mm^ 

^3 8 I3^b;/tc 

S7t, E^J#-^4 1 tC^fh CL-L 2 - 1 V 2 (7^/^#-^l~ 

1 

2 4 7) (D7^ >^mMm\t7 ^ jm2 4 7 m-^^^f^^:^y/-^^Mx$>Ki. 
MSB^fltc«n^->r>^Kp^-i'>, CRD \^ ym(D^m&3f3i7 ^ y 

ME^J}6t#ftLTl^}to ::(D^>Ai:7M^n- H-r-SilSSB^J^gH^R)* 
^4 0 t^bfeo • 

$ S2^J#-^1 3 {::^-rmCL-L 2 (7^ y^#-^l~2 7 1 ) 

(D7 ^ ymm^i\t7 ^ ym2 1 i ii*^e>^ffe^^>A^«Ta&i9. -^-n^ 

31- h*-r§ma@33?y (E^J#^5 8) tit^S^S l 3^;?)^&^5o^@5 
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2 \Z^Lrco 

\^>c M^U. • 7^'f^> h (^.a^S : SODHO> m±m) 

FASTA-^BLAST^. >i5' h <5r5i DTfU^-TS 
— U:t'^\^0rm (Single Nucleotide Polymorphisin : SNf) 

•d^^0.^Zfy':('^-^m^VrcU^i^m&d^mmxm (Mark. D. F. et 
al., Proc. Natl. Acad. Sci. USA., 81, 5662, 1984) ^fCt«£oTff5 

u^iyy:^^^^^ ^ju^ i^ymx(D^m> 4"I47^ y^T^s^^u 
7y:^>. "tU>/ h^:t->, AU>. D'fv>. ^yO'f>'>, 5> 
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W-^n^m^^$)^c ^X\Z. E3^J#-^2. 4, 6. 8, 10t)b<« 
13, 37, 39'bL.<«41> IB2?!J#^ 4 7 (E^J#-t 2 05 7 ^ / ^ 

#■^1 1 3~2 7 1 testes) ^tzitmmm 3 07$ym#^i i 3 
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-2 7 1 ©ViTn;6Mc^$tl-57^>'^@B^J^n-H1-'53te^<&Al 

{C-^StlS. $ e>{C. g2^J#-^2. 4. 6, 8. 10'bL<«13. 3 
7. 3 9 ^)L< tt4 1 , S3?iJ#-^4 7 (iB^J#-^ 2 $ y m## 1 1' 
3-2 7 n-ffi^) *fc(iB23?!I#^l 3CD7^yi?#^l 13-2 7 1 

tit. mm. Hua^^xsy^Tz^trnx^^tstm-r^c 
MflSrth'p^o, mmm\^^-(>. crdk^ 

mpL\t. @a^J##2 ICS^fh CL -L 2 - 1 7^ y ^IB^JtCfeViT, 

c RD Hp<-r y^m^t^fi^ 1 1 3-2 7 i#g©7$ y s^Sr^-r^gfr 
CRD \^ >^^uny-y>m}^ >^m^-r^^(^4 1-2 

7 l#B©7^ym^lrW-r^8frM-. :3 ^ >^ K > ^ > ^j^^-T-S^ 

4 1-1 1 2#g©75y^^^-r'58^M-^#tf§c«h;eitT€-5o $e, 

tC, gB^J#-^4 (::^f h C L -L 2- 2 7 ^ y ^BB^JtCiS V^T, CRD 
}^^^ yii^nny-'^'yi^]^^^ 8 -2 4 5#S© 

7^y^$:^-r^^jt/n^->^^>1tHp^-1' >^?gfi^t-5^1 8-8 6 
# B (D7 ^ y it <^^-r ^ : E3?IJ#-^ 6 hCL-L2-2vl 
7^ /i^SB^JfCiDV^T, CRD Fp^-r >:fecttXn^— ir>:iH^-r>^ 

?^^-r5*tji 8-19 7#@©7^ y^^^r-sgif)!-. 3^-y*>:^h* 
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8lC^-rhCL-L2-2 V 2 7$ 7 ^iS^JlCcfeViT, CRD Hy-1',> 
^^Z^3y-y>m\^ y^J^^t^mi 8~2 2l#@(D7^ym 

^ym^^t^mi^ : mmmm ofc5^-rhCL-L2-2 v 37^/ 
8-2 2 imE<07^ ym^^-r^mi^. n^-^'^^tH^-f > 

2r?^fiK-r§*5l 8-6 2#e(D7^ y^^^WrSirM-^^tf 
t^o ^bX. E3?iJ##3 7 (C^fh CL -L 2 - 1 V 1 7^ /@?@B2?ll 
{C:feViT. CRD H^-r >43J;t;^n^-y>:m H ^-T > ^?^^f -51^ 4 
1-2 2 3#S07^yi?<l:WT^ffJt, 3^-y>^iH^-f >$?g^ 
•r§*54 l-6 4#@07^yM^Wf §8&fit ;S23?!J#-^3 gid^fh 
CL-L 2 - 1 V 2 7,5 ymiB^Jlc::feViT> CRD \^ y^^ZSuy 

-y>U)^y^'i y^m^t^m4 i ~2 4 7#acD7 5 y^Sr^-r^^ 

it. n^-'!f>m H/^ >^?^fi^f 55i?5 4 l~88#@CD75yS?^W 
t"'S^M- ; g2^J##4 1 {CS^-fh CL-L 2 - 1 v 3 7 5 / g^BE^JiC^fe 
^^X. CRD H^-1'>*5«kt;n7-y>^H^-r>^?^^1-S^4 1~ 
2 4 7#g07$yi?5rW'r^^M-> □ >^ H ^-T J^fiKI" § 

*!J4 1-8 8#g©75y^^^-r-5l^M-^^if-5C:i7&s-C#'5. ^fc. 
S3^J#-^1 3 (I^-TmCL-L 27 ^ jmmn\Z^\,^X. CRD K^-r 

>^mss.-r^mi 13-27 i#B©75y@?^^T§8'r>t. crd k 

y^ >^J:ZSny-^'>mV >^i^^t^m4 1-2 7 l#gfiD7 
^^'^Sr^T^l^it, =I^-^'>:^Kpi'f ><^?g^T§^U4 1-112 
#g(D7 5y^<&Wr^8^it^^tf^^:ifeT#-5. 
C L - L 2 s itfe?g?#:^a 

*^B^©CL-L 2 sji^^tt. Vi/5^?^c^:;^^£Tf#e)nS 
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XV^^i^T^-Y ' ^\\lts}]/>'^hm (Chirwin. et al. , Biochemi 
stry, 18, 5294, 1979) ^<&ffiViS d t^^T^-S. N Ad^ e> 'J 
(A) *RNA<^)i^®«, :tUrf (dT) ^^^^hfz.U^: mX\t'\Ly r 

SrMSlcbT. 3 ' 5^^lc:#ift-rS5j^U (A) i|{clSliW?^:^-U:^ (d 
T) *fcti^>i5^i>y^-f '7-$)SVi«CL-L 2 s y^BB^JO 

TMSL (Mol. Cell Biol., 2, 161. 1982. Mol. Cell Biol.» 3, 280, 
1983, Gene, 25, 263, 1983) , CI O^lC bT# e>nfc c D N AiS'^> 
^J;liiE.coli RNaseH, E. coll DNA polymerase 1, E.coli DNA jigaseT 
i!!LSb> DNA||{C^J^T^:i<h{Cj;D. 11*^ c D N A d t 

C:© c DN A^^y^X^ H^;^^'-, :7T'->?^^^-, X 
^ ::^J1M$?^M^^L.T, ^SVi«-r>HhD 

^^i^^- 1 UT, >!|;^^^, PBR 3 2 2, pUC19> AgtlO, 
- 3^ - ^ #-r § ^ ^ - T * ^ d i /OS^f ^ Ll.:^ . 
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olecular Cloning, A Laboratory Manual, second edition) ^^^^\Z 
t LT(S> Hyunh^©:;^^ (DNA cloning, a practical approach, 1, 49, 

1985) m^0m\zt^::ti)^r^^, 

V3 >:fe«k(yJxl^^ hQ3l?— l/-S^a >m<D:^^ (Molecular Cloning, 
A Laboratory Manual, second edition) -i >\i h UAy 'tr—i^ 

>^it. -^9S.<b^yh (Stratagenettl^^ Amershamti:^) SrfflVi^dt 

±15:^^13 J:-:? Tf^iS! $ n;t c DNA^-r::^^ U-Td^B, CL-L2 

xmmiytzyu-':r^i^mh. □ p--y^-r T'u^j'Wif-i^B (Pro 

c. Natl. Acad. Sci. USA, 72, 3961, 1975) , ^ ^-^7 a-Y :/U ^-T if 
— vaV^ (Molecular Cloning, A Laboratory Manual, second editio 
n. Cold Spring Harbor Laboratory, 2, 108. 1989) \Z^y)B^(DcD 

cRii\z^Ki^ a-y^m^r^^th-c^^o cdna^^ 

CL-L 2 s ^^i^f^{it#:^fflViSC:i{Cj;D@WO;57D-><£ji^ 
CL-L 2 s®fe^^^^T^*fflflSckOCL-L 2 sitfi^^S: 
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^o^, u^(D^u->^m^L. CL-L 2 satfe^<&®t#-rs 

roc. Natl. Acad. Sci. USA. 74, 560, 1977) ^Tc\t1^>:^—^ (Proc. 
Natl. Acad. Sci. USA. 74. 5463. 1977) \Z^^T^MT ^ ttl^X^ 

So CL-L 2 site^«. ±mn^nrc^u->if)^i^mmmm^\z^ 

CL-L 2mSS2^J^'foi:lC-^fifeLfcy^rr'7-^ffiViT, CL-L 
2 s^i^^flg/J^U (A) *RNA^^^tCbTRT-.PCRj*(lJ;Dt^D 

-=.>'^T^::th'^mrh^. ^Tz. pcricJ;^^^ cl-l"2s 

(om&^^. ^n^<D:^mzxK)n^nrcmBi^(D^i}^i^. ^0^^^ 
(Di&Mi^m^mm-r^ ^tiz^rimi^-r^ z.t^^x^^o *^0j©jte 

«RIAJf7js;^3jN-r ^rJi^-f (Mattencci, M. D. et al.. J. Am. C 
hem. Soc, 130, 3185. 1981) mommt^'^^^mi^^'^^^iZ^^T 

:^mm\t^rc. cl - l 2 s mmmm^^tsz. t^!^m ^ 

RNA^>7^-, DNA^^i^-. ^.^ JIX^^ yy-=y-^^^ 
— m^m\^^^Z.tifiX^^o ^W^\Z\%. Invi trogentt^Op B AD/ 
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His. pRSETA, pcDNA2. 1, pTrcHis2A, pY 
ES2. pBlueBac4. 5, pcDNA3..1. pSecTag2, NovagenttSS 
OpET. p B AC. Promega^hlSlCp GEM. StratagenethUIODpBlues 
criptIK p B S. Phagescript. p S G. p S V 2 C A T L < (iFarma 
cia^tiSOp GEX, pUClS/ig. pBPV. pSVK3. pSV 

PLyo^-'^-, E.coli lac. t r p. tac:/P€:-^-. SV 
4 0?j!J^*5j;r5^^yDt-;$'-. T 7 43 J;t;T 3 7'P^:-:$'-. Vh 
n':7^;i/7.Lf RyD^:-:$'-d5^tf ens. ^^ilffliiaiC^fflf 

SV 4 OD!J^:feJ:i;^^yDt-i$'-. 1/ h D r^? ^ ;P7. L T R ^ D^:- 

•So x>A>+h-(ctt, S V 4 0 x>;n >+}■-, i?--r h^;yp>i7^;i'7. 
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HOilia, C0S^lla^ BHKi^Jia, Veroilffllia, ^XD-T*ffll!a. 
HEK 2 9 3iSaJ3a, HeLaiffllig. iuikRlMS^. -^^XLmM. Vi?;^ 

S2, Sf9. Sf21, High Five (l&Si^^) j^JBg^d^^-S, 

>Sg8S&^tffr§fcJe)tCiai.i'5:i<h*tl?#S, ^tc. CL-L2s:$'> 

CL-L2 s ;$'>/ri>Slv*f1"S7rf-,X h*fetd:7>i5^:^ 
- h CD^# O JS) © 7. 1^ U - :^ > (Cb 5flJffi T # -5 . 

^b. :g4$nfcCL -L 2 s S:^^^rs> CL-L 2 s 

Mmi^mmmm(D^y/'i^nm^jMn-^^^^^^{ik^(D-:^fk. m^^t^m 
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SB3?lJ## 1. 3. 5. 7s 9. 12. 36, 3 8'bb<«40,B5^J 
#•^4 8 (iB^J#^l ©^S#-^6 0 1 - 1 0 7 7 Hffi^)^fe«g23?l| 
##1 2(D||^#-^4 9 3 - 9 6 9 <^ ViTny6MC|B^<JQ:^SgB3F!ltc:SrJ 
ViT, CL-L 2 s jte-?<^^air^:fcJ^)©yD-7'i&|g^-rs::tJ&^ 
T^-5„ :ine.©:^S@B^J^-^trDNA-^RNASriii|i-r'5 

iziti 5-5 ommo)-^:-^ t-r^<DAm^L<. yu-yizmm-T 
^tz. CL-L2 s^y/^^^m^D- Hi-^jte^^so^^ai^SctrKs 

NP(D^tb^lC'fe^Vi§;ii;j,tTtc:i;5ie., CL-L 2 s jtfi-?^^ 
CL-L 2 s mBi'¥-^^^f^izmXL^m-^it^:it\ZJ:^m'B'Ff^m 
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1 7 6 7#. J. Immunol. , 155, 2477, 1995. Proc. Natl. Acad. Sci, 

USA., 92. 3561, 1995) ^ tmU(D:^mT iiti.B (ommm^(DJ5Lm^'^ 

^^m(DCL-h2 s^>/^^m\t. m^^^(Dmm<Dmm. mmm 
m^^z^^mm. Mzs\z^n^(Drzib<Dum'^mm(Dm^\zmmx^^ ^ 

^tUt/^i^^c CL-L 2 s tcM-r^^T:#:<&f^®[-r-2>l^9tn;Mi 

:^^u-->^:^mz^mmx-^^o 
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^mt\Z^-^X±C^tm^pii<0^it^m^t^:^m (Science, 246, 
181-296. 1989) fS,^^mi-f^Z.tf}^r^^, 

.^^m\t. CL-L 2 sm^'f-<D^^U^)V^^i[:-^^tc h^>7.z^ 
x-';/i^#^t hilj#)tilfSc dClT. CL-L 2 sate^ttt, hC 
L-L 2 s t)b<timCL-L 2sSrn— HTScDNA, ^/ADN 

^14, CL-L 2 ©«itg^SVill^^fil5©ff^s CL-L 2 s J&^M-^ 
^:^^iiL (X>A>1^— , yp^-i$'-, -r>hD>^) ©-?35{C:5«:'^. 
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mmt. CL-L2 somm^^^^immmmom^. kMc^fev^x^ 

5 o^t;:. m^i^^y hr'i^^'j'^w.mmx'r^:^^ c^-i ^u-i >z^3l 
^'>3 3i^ai^ff^4 8 7 3 1 9 1#) > m^nmm (Esmm 

^'¥-^:fri^Tm^^^^^^\zmxT^^^i^^^^-mmi>mm^nr\^^ 

10 ^. 

-i^3 >^<D:^m-vn^mfikp^\zi^i:)^^'&rcmz. m^-iz^m-^'^^ 
^t\z^y). n^m.^'f'^mx'r^m^^mmxmx'$>^ (m. lavitran 

oet Cel l, 57, 717. 1989) „ ^ 5^ U ;r :7 7 - 1 O c 

15 r e/ 1 o X P U n >t*:^~if^-^-!J--/:^;DT't'-feX • -fel/b*$/7X (S 
accharomyces cerevisiae) g)F L P U 3 > b':f'-'ti%^tc J: ^ in vivo 

\t. m^\t. !^T\z^txz>\zvxnt)n^o 
^-f. ^mum\zmt)^'fu=E-^-. !^^<D^>/'%^n^::i-\^t 

MT^^. :fn^-^'-mmz^r)>^^^^o^j^j^^^^^^i^i:^^ 
25 K7>7.v->©D tf-ic^^^#:±(D^AgB<4tc<t 
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^g/5>^^{bf § C t BJ b T Iri $ ai) , ^ J* sJ? ^)ki^^±)V(D m\Z 7. ^ 

^* Is) M ^ ^ o i'h t # (D ^ ic ^ -r ^ - ;j!7 - at -ef^ $ }f A 
V'y>7.V-y(DH-m,'^nmt^fz^. yif>}*feb< «RT-P CR 

*^0J(D/ CL-L2 s 3ie^<^)^^*t^t)n 
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^n^^. m^M^f)^x%rzmfkx^mm^x^m:iVx\^^^zti!)mm 
^Tc. m^mi^x^mLx\^^^miR^\zmmm^mpi^mc'^ 

^x'^\zmf^^:^f^}(-y>m^\z-^it^::t\z^y)m^'r^^tf)^x 
15 ^^m. ^jk^<D:^m^^u^niE>(D^m^m\^^x^B\zm^t^^tif}^ 

*^§gti*fc, CL-L 2 s ^rc},-i.^<Dm>^^mmr^ini^^mm-r 
-So :^^m(Dm^izitm^it. mn^^z. 4. s, lo. 13. 

20 37, 3 9 fcb< «4 1 , iB^J#-^4 7 (@2^J#-^2 CD7^ 1 
13-2 7 1) ^fc«@2^J#-^l 3<D7^ ymmm 1 3-2 7 1 ©7 

"tyf ^a-i-jvmw. "^^^i^tam ^rz\tmif5Lm\t. :$:^bj(dcl- 

"OW3tS(CtJeoTM3tT?>Jl«hl6^T#^,l#{C, "CL-L 2 s ommt: 
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6 ji^lc 1 lpI":5o> H-2~ 1 0 IlSSfTt>n-5. m^^^n^i^skWi^t 
■^^zXtC^BALB/c. C5 7BL/643.kt;i C R 5^ x"j7 7. ^ d W 

mx\tmw,(Dmwi^tcL-L 2 s tiKMmt^Km-^'^rzWi. tfo^izm 

:&^> mX\td-'-y-t^)V7.i!''<>(D:^m (Nature, 256, 495. 1 975) 
■^^(D^fk (J. Immunol. Method, 39, 285, 1980, Eur. J. Biochem. , 
118, 437. 198K Nature. 285. 446, 1980) JcfieVi||JST#Sc m^^^ 
mmtbT\t-^VJL^Vy^'^Ja-)V (PEG) ^'\L>y-(ry^)iy^^ 
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^umm!^tbx\itmx^ix- 6 3 Ag B. ns-i, psui, s 

tViit^^l :20~20:lTabO, PEG (&*b< UPEG 1 0 
00~PEG 6 0 0 0) ^1 0%mm<Dmm'VW^lJaL. 20~4' 

or. if*b<tt3 0~3 7'CTl~l Or$:)'rBM >=^aL'>^- hf-S C: «h 

L-L 2 sKM$:E^^;^c«m^l^a:^fc®^$.ii:;^c®ffi T-f 

F-TiS^±?ii&^jDL, Scl^^4i^S^^^^T^^b:tCL-L 2 s 
^iPA. @+SlCig-&L;tJn:CL -L 2 s t y ^ P-:^;Ptn;#:<&:^tBf ^ 

^iCL-L 2 s P-:^;i/in:#(D3iSiJ:feJ;t;Ji^P-->i^«, ^ 

m?^\t. 1~2 0%. (ff Sb< 1 0 ~ 2 0 %(D^fi^iejlll?f ^-g-t^RP 
MI^^> 1 ~ 1 0 %®^^JI^>Sjfil?t^'&tPG I TJgitt. *fe«A-ryU 
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/7y±^ (R I A) mm^^m^m (el i s a) f i a 

WT, BSA, MSA, OVA> KLH, 'ify^yhVKitT.^A^JV 

4f ^"^xji/^ji^Lfc^. i^D- - >i^^fTi^ v>i^;^^ D-><&# 
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^X^m-f^ (J. Immunol. Meth.. 53, 313. 1982) ;i<i:(Cj;D^ y 

o%<DF cs^^tsmm^m^mm (imdm. dmem. rp 

MI 1 6 4 0 *5J;<[;mEM^) V^T^f "5 Jit *«T€r So 
;Utn;# $ ^ tlMTK <^ # -5 H i T ^ S c 

-':f'^m^-r^h0^miR-r^ct\z^-DX. ^o^yn^wt^mi. 

;^«@e3?iJ#-^2. 4, 6, 8, 10, 13, 37, 3 9fcL<«41. 
E^J#-%4 7 (iB^J##2 ©7^ 1 1 3-2 7 1 Idffi^) 

\tmn^m ?><D7^jm^m 13-271 (Dj^jmun^^-t^ 
^y/'^^nt^fc\t^(Dm¥r(D\^'fni}^ \z%^m-^rirz7^jm.ifihmisi^ 
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mt. *^Hj{c:feij-:5h CL-L 2.shL< ttmCL-L 2 s 

^U-i-)l^i^t\^^X^o m^m^2.. 4, 6, 8. 10, 13. 

3 7, 3 9feb<«4 1 \zum'^tirzr^ymm^]<om-c^:^-^'nrz7 
^y^sea^j^ii^ff, cl-l 2 s (c^ji(oxtrh-y<^is*i-r-5c:i 

mm. mnAn:mm. n^^mm. m^tmmm. -i^ty^^^ (m^\t 
DEAE) \z^^mnmik> mj^'^m. yjmmm. ^w^u^j^n^tz 

z.tt^T'^^. mmmm\zioi^xmm<^(Dmji^'Ptni^m<D^y^^±-r 

)v^->:id^z^}::7.^p>m(Dmm&7^ym. h 
-)vm(Dmm^rc\tmti- h V Am(Di^m^miiQVx % i^iK i gM 
tfii^cDm'^. ^\zuMv^t^^^tti^^i^rixv^^rz.i^. is-yptf^ 
=^y^ h>^^zsM7\^mmxmmvxh&\^K 

:^m\z'^-Dxmm-r^^ti)^x^^o mplu. ^mtn.m (^y/^^^mm 
M) j^^. h^^^\t^nt^^v7-^>/^i7mt<Dm'^^^i^v> ± 
Bo^/ ^a^i-){.t^^(Dm7^mtmm\zuikm!^\z^^^n\^^. 
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♦ 



>m^mmit'v/\':/^>i\z^L. ^0. i~2o. if*b<«*9i- 

15 > h^K-^LT'fo^Vi. S^H. ®^2~6jISfci[plT'::), ff*!j 3 ~ 
1 0iEi@^fT:bti^. t^U ^ a-'r)ltfii^\t±m(D:^^xf^'i^-^tirzM 

u o-:^;i.^^(j:, CL-L 2 s ^^mLxi^^^m^izmmt^m^ 
mBM<DCL-h2 s^rc\t^(Dm)^t(Df^m^m<i:m^\zm':^^. cl 
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CL-L 2 s ^rz}t^(Dm)^^m^'r^:^mm\f^ti^„ 

^T, H^'fbtfi^t CL-L 2 s ^fcf3:^©ifM-i:^^l£:$-&:fc^, ^ 
-CL - L 2 s mWi^tini^^m^^-^^ 2 7.y^y':f^'hL<Um^<tm 

#^ ^ii{t:tri#:43j;i;cL - L 2 s ^tc^t^omji^mmizm'^ir'^ 1 
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-f $ H&/i>t^tf p>ti^. ^om. vu-r 5.F^>y-i';i/-N- 1 h'D;^^ 

20 ;i.vy->, 5f#:^7i57 ij e^n.^Axx5^;p, 

i> '^M, '^M. '^c, ''H, ^^p, ''smifimM^n^t'^. cine. 
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- [3 -x5^;u^>X5^7i/u >;^;i/7iN>®!] yy^-^h.i§, (abt 

7>5^tfU>. 3. 3*. 5, 5' -xh^X5^;P^>>?-:^>^S^ffi 

^^(«Ma:LT7;i^:*-U'.-fe^>->'- ( i3 - D - ^ ^ ^ K tf ^ ^ K) , 

^*l?fiJtUT«^ N, N* -:f;Ph7x~l/>>?x'l/-1'^ h\ 4 - (N 
6 - x'U'-r $ Ha:^1J->^ . N-J^i^i^X^ KXX7^;1/, 4, 4' - 

07^i^;<>h, -e^JA«Fab'\ Fab, F (ab* ) 2^fflViSo 

mz^r^m%um.^-k%^z.t.ifix^^. ^%^^mn^w^\^x%i^n^ 
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m^Mmt. Mm. skm. Mm. unmy mwmm^oi^m. 
^mmm. cl-l2 s^-^tr^j^TfenM^^njiUc 

i5^'f>-A-;i/ (EpstQin-Barr) ^ ^ JVX (EBV) T^^M^^T 5:;;^ 

^^vx. umtLmcD^n^^mm (cdr) ^^^t^-^^^it^^k s 
ym.B^'f-^itmr^c ^(o^;^^m^^^m^mmx^m'^itn},t. b 
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T, 5-3 0 4989 -t. 4-330295 -t, W0910 

6649, ^mme 3-035786 ^{tkw-o 6-9 8 0 2 i^^*^^ 

5 ^nfcc }ih<mi^t\tmi^^'^<Dmm^^UiiL (CDR : Complementa 
ry determining reagion, ffiMtt^^MJtg^) OJt^R^EaRI©^$r k hSt 

7>0AxD$XD-TT^^ SHM-D 33;^(ATCC CRL 1 

6 6 8 ) *;/tjSRF-s i^^m^^^^t'^^T.o^mmi^tm^o-^i^^m 

-^il^^iT^^o I g Gr^^-r 7'(Dk □-:J-;i,ijt-^^:;^f^^ 

^2^(OS3i:^fei5j;tX-^(D||3iS^^tCC»ViTti. ^SGenentechtt (W09222 
653, W09845332, W09404679, W09837200, W09404679, ) :feJ;UC^@Cell 
tech^t (ff09429451> W0942935K W09413805, W0930623K WO920I059, WO 
25 91 16927, W09116928, W09109967, W08901974, W08901783) mii^^V^Wim 
- bTl'i^o 
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CL-L2 sT^u^^u:i-=^\^^rc\t^>A^n\t. Mmm^mm^ 

(oum'^mmommizmmT^^-^Mmf)^;^^^ 
^^m(Dm.mm.^m(D^^\z\t. cl-l2 s^u^^^i/rt^Ks^ 

Mwr^mm. ch-L 2 s ^yA^mizMr^m^mo^mm a^r. 
CL - L 2 s mmmm) -^^-^^n^o cl-l 2 s mm^mit. 
^^^^^ii'i^Ti^.iz^^-r^mcD^mmm^mhT^m-r^ c: 

M^-^mm(Dm^\z\t, 0. ooi~5osm%, #ico. o^-io 

aS% t-r-5Ci:*«T'^, 0. 0 0 1 % J; Di!^?5:Vit#|J£T-5ig^^)-^ 

*^Bj<DCL-L 2 smmmm\'i^tLxmm^\z^m^nx\,^xh 
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>. trau>. hux3^/-;i/7$>^©^Hi^7^>^36^^frfe»ns. 
^mi^tLT\t. mpiiit. urn. ^itTi^mm. mm. mm. vym^ufi 
m\ff^n^o mmmtvx\t. m^u. ^m. mm. ^m. hU7;v;r 

>m. v>zfm. :^^>7.)i'^>m. j^^>7s)i^Ti^>m. ^ 

tc. D^p^mm^-^^n^m-^o^Mmtbx. ^Kmrn. ^ym. A^ti 
:05T^Sc ^tii^mnuz'oi^^x'^.mt. ^jt^t, Bmm^t. mm 

s) (D^m^mmr^ctti^x^^. :^mmm\z^ "ddds mm t\t. 
mm<mm. mmmmmm iha-^-. /'^ytuim. ^r^m) . mm 
niammmm. mm^mm^^z^wm^mmm. n^m^. ;w:t7^ 
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rcMf^\z^ui:m^(Dmmmm^m^'r^mm:/u^yj:,^m'r^(Di:it 
mmnm'i:z;a.-)v\tm:^m\zmm0^m. tkmmmm. x- 

iJ'i^UP-h^li^. :^U7i^U;l'^1g#:, 4? U hfx;i.7;UO T>'^^ 
5^>> ^Mt>^) , ^^^141^^^ (x5^;Hz:;PD-7., ^9^;Hfx 

^^^5^7^ u;u®s-:/p(5';i/7^ y x^ji/ • ^^5^7^:7 ij;i'^p^5^;P3#U v 

h . jyti -x . b K n^i^ y o \^)V^j-)Vt)Vu 7 -fe 

X- M^-i> *;i'7j^ + ~>^5^;i/X5^;i/ir;i/D — 7.x 7i^ U 
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10 m) \zft:.cx. mm. mmms n-^^y^m. mm. m'^m. mnm. 
^mm. mm^^m. mrnitm. ^^mm. %i\:m. ^^m. mmm. ^ 
mtm. ^mtn. ^^n. m^m. i^mn. m^mm(Dm^iBm^t\ix 

15 ^nSt)OT«;^Vi, 

C^^J) M^7K^ ai>fJS7K, 4S:^Jl7j<, yvti±-(m. 

20 i/ij h-;i., 

IBsBi^bfei^j; } !, . 

25 [^^m) ^'yyy^^xs^cDmmw. ^I;^p-x*5ckD:-^o^^#:, 
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16 ;i/P-x. H Dc^v-yo tr;i/^^;i/-k;i/p-7., jj? u b*xjP7;i/p- 

20 ^Iz-hj^J. M7Ci4!^M> 
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T:^t>t>y EST (Expressed Sequence Tags) y'—^^ — T.COi^f^ 

p cR\z^^7.^V'-=i>ift^^m^}(o^^ (mmm2) . mm^h 
pc'R\z^^7.^^)'-=L>'ift^mum<D^% i%mmz) . fr^th 
A(Dii# mmm^).. mm.\Lhuvi7^y(D\Lh(oumz^n^^m. 

l/Myc-His(+)-CL-L2-l, 2(0^11 (mmmd) . ^M^UiP^XD^^^ 

iig^jii) \z'D\^^x&.T\zwim-t^o 
m 1 m\z^i^rzmiz^m<Dm7^^m'r^^^<D=i v^^ytfs:t>%\i 

hMBP, hhSP-A. hhSP-Di:*^B^#;&t«3fimilt{C^5^b 
;feb hffFEfi5l5n 1/;J7^>CL-L1 1 - 2 0 6 3 7 7 

88) <^7$yi!^SO+@|ffH4$B2:feJ:0^3III(C^L;^Co El^t^. i(^nt 
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^i^9">«i4S:S'5 CRD mmm^mi^i.) (Dj^^mmn (Ea^is-^ 

14) SrffiVi. EST (Expressed Sequence Tags) 'f—^^—T.O^f^ 

^c. t#e>nfe-7^-^(D7^ y^EJOtC-l^ViTG e n B a n k/E S Tx 

bfciSm, ^mmt^^^f)^^^(Om^^n^^tSim(Dy'-:$^ (H3 0 
4 5 5 : fl^^ft5l5) ^^#^C:.i:)5^T€fec '^^bntcE S T ^ U-ycom 
SB5^J2rffiV^, H^E ST7^-r$'^~-7.^^mb:t;^:^. 1^ — ©4ISB2 
2^J<£:^t^ d t;{?5^Jse) Snfc 9@CDx-^ : AA558494 : ^Miiffl 

f^^^. AA582499 : AI420986 : j|if3iJlift 3ft. AA742449 : 

mm^^. AA954657 : ^E**. AA908360 : ^ipm^Jfe. AI 264145 : Wsi . 
ft*, AA089855 : ;i:>l!ift5l5, AA456055 : ^^/It-I' i^m'f-Z^ 

(E^J#-^1 5) , ii^h l^ir^^XD c DNAO 5 ' ±rlit0^<£^' 

:&|R]'\© 2 a^O>''^^T-CAPl (5'-agattttattgtatagcttgg-3' 
#■^16) , CAP2 (5'-ctgggtaataattacataatg-3' (@3^J#-^17) t> 

— ATriplEx-Fl (5' -aagctccgagatclggacgag-3' (gB2ni## 1 8 ) ) , A 
TriplEx-F2 (5' -ctcgggaagcgcgccattgtg-3' (@e^ij#-i- 1 9) ) $:PE App 
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lied Biosystems^tSSS 9 2 A DN A/RN A v>-fe1j--r if— tct 0 

NA^-fr/^U- (i^P-^xiy^^fcSa) ^-IHIP CR^&fro 

^?gg 5 0 /xLICXaA PCR BuJfer II (Mg'*:f-^). 
2. 5mM Mg C 1 2> -^tl^tlZ 00/iM©dATP.> dCTP, d 
GTP:feJ;OCdTTP (iJ;l±. t^X^mm^m) ^luL. h hJFFIg 
*3l^cDNA5-r:^^U- . 0. SjizMATripl 

fe. P CR«^^14 9 5t:{CT2 0#, > if 6 0 X:\ZX 2 0 1^. 

ti9 5X:\ZX5^. mmzW^^mi 2'C\ZX5^,^^t}':^U^yAX 
n-Dtz, ^ 1 HIP CR:^7^, B2lElPCR^fftDfe. ^lISPCRjl 

'^'i^)imt2 51)-^^Jl) TfT^;to ^±CDPCR«PE Applied Bios 
ystems^iM GeneAmp PCR Systei9700lc: J: Dff o #e)n;t PCRjg 

-sec, 1 0 :^FBlT^i^t, 1 5 0 0 0 r pmtdT 1 Oj^feli^.L^iJ:)-!! 

*l^t;tDN A8/rH-«^ Novagen *tg{ pT7Blue Vector (cm^jJi^^ 

2:©^^:$'-^D>krx>h-fe;i, xLi-Biue mmizmw^^Lrzo mm 

^^W^LB^m (100fig/mL7>tre>U >) T^g^b, 7;i';^'JSDS 
mz^y)-:f^XB. H^JSffib, PE Applied Biosystemstt^ BigDye Term 
inator Cycle Sequencing FS Ready Reaction kit*5j;tXABI PRISM 37 
liy-d-yD-X^mmmo^^^ff^rco y^-i"7-«M13 UniversalT' 
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^-f (5'-cgacgttgtaaaacgacggccagt-3' (@33RIS-^ 2 0) ) ;teJ;t;fM 
13 Reversey^-f V- (5'-caggaaacagctatgac-3' (SB3^J## 2 1)) (M 

<^ ^ ^ # n m g S2 (i C A P 2 y 5 -r V - © 3 V 5|5 ^ fill G. N * i« fiO 

5 7 5mm^\^^mmT^^;itf}m^f)^tu-DTc (^4^tc^-rcL-L2-i 

0RFO7 5yi^#%6 8~2 7 1. S;^c«CL-L2-2 0RF©7 5yK#^4 

2- 2 4 5 tffi^-r^^i^) . mt. ii5SF!ii'e#e,nfeEST03> 

^Z&fpJ'v© 2S!lg(D7'^-r -^-CAPS (5'-ggtcctatgtcaccggaatp-3' (12 
^J#^2 2) ) , CAP4 (5'-ttccatgacgacccacactgc-3' (62^J#-^2 3) ) 
$rPE Applied Biosysteffls^tia392A DNA/RNA5/>-lz1f-r 1f —fC (3 -^JSE 
t, i^AT® J;e> td^^ ^;/:/lt'f hcDNA<^fflViT. PCRlc:<i:S7.^ 

Cap Site cDNA, Human Kidney (NIPPON GENE ^M) ICctO, 1 
RC27'^^x'— (5' -caaggtacgccacagcgtatg-3' (@B3^J#-^2 4) ) 
t;CAP3y^-r -T-^fflV^T^l lElP CR<&fTofco Jfeg?^m 
5 0 //LJCT, LA PCR Buffer II (Mg.^^^-^), 2. 5 mM MgC 1 2. 
^n^n2 OOAtMtDdATP. dCTP, dGTP;feckt;dTTP (&L 
± SMieihM) ^IjLtL, Cap Site cDNA Human Kidney, 0. 1RC2 
y^-r-T- (i^A± NIPPON GENE ^h^ ), f3i^mz0. 5 tiU CAPS^^ 

•T-^^trfe©^: Lfc. PCR«, ^^-(49 5'C(c:T2 7:::- 
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•J QX:\ZX 2 Oi0>, W^K^l 2'CtCT6 0|^>?& 3 ^ )\^. 

Tl O^^^tryPiJf^ATfTtjfc. ^lUlPCRJ^Tm, ^2IiIPC 
R^fro/S:. :^ llElPCRjll&l ML^^M^b, ^ T-1»#CD2R 
5 C2:/7-1'v- (5'-gtacgccacagcgtatgatgc-3' (@2^J#4 2 5 ) ) :fe<kti(l 
CAP4y^^-7>-^fflVi,^l IHIPCR tfel^iORl&mfiK. ^Pi/^A (fi 
IJ-'T i7jl,^ti2 5lJ-'f Tfrofcc £Jl±a)PCRttPE Applied 
BiosystemsttiS GeneAnp PGR Systein9700lc: J; t) frt? #e»nfcPCR 

10 b, -8 0*C, lO^fi^WUh. ISOOOrpm. 10^. T&'b'^ 

MS[L:tDN A8fr>T-ld:, Novagen ^fc^ pT7Blue Vector 

z.(D^^ ^ -^uy\f.v-yv±)v xLi-Biue mmzj^muwkhtco mm 

Wi^i^^LBmm (lOOAig/ml 7>t°->U» rmmV. T^l:fyVS 
15 D SfetC<fc 0 y^T.^ H^ttttib> PE Applied Biosystemsii:^ BigDye 
Terminator Cycle Sequencing FS Ready Reaction kit:feJ;lXABI PRIS 
M m-y-^y-^-^^mmmo^^^n^rc. y^-r-^-^MlS Unlversa 
iy^^'7— (5'-cgacgttgtaaaacgacggccagt-3' (E3?!)#^2 0) ) ^fej: 
M13 Reverse T'^-l"^?^ (5' -caggaaacagctatgac-3' (BBa^J##2 1) ) 
20 ^fflVi/to :iC7)5gm#C>nfc2@^(D:lSMB^J«. IIM^y2T#^n;t 
^SBH^J/5^?)N5^^il!llC4 9 2:^S:lViE^J (gH2?lJ#-^ 1 ) i^JS^J2 

£^±(Dc: <h;{>^e,, c:c:T#e)n;tCL-L 2 8 1 3:^S©0RF (fe 
25 ^^^#) (@S^J#-§-l) . l^m^^2\Zm^n^2 7 1(07^ 

yi?^n-HbTVi^cDNA (CL-L2-1) , MtXd 7 3 5:^^ 
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2 4 5 07$ yiE^n- KUTtiS c DNA (CL-L2-2) 02S 
G e n B a n ky'-:$^^-XX'DN A^^XST ^ jm\Z^\f^ 

t^e5!5$B^$nTli§ 3SI©3 U^'5^> (MBP. SP -A^^XSSP 
-D) i*^BJ^dtSifi¥8iLfchMTIi*3l53^^5^>CL-L 1 m 
ll¥ 11-20637 7##M) ©T5y^g22?iJ<t, ^^^0)^^:3^ 

*fc> @2^J#-t 4 {C^f 75 y®?@2^J©^ 1 8-6 5#g(07$yi? 
/&^:^^b:rc@2^J#-t 5 ICS^rmSSB^JO^ 14 1-73 I^U\Z^'dX 
I3-K$n^i^^# (E^J#.^6) . iBJ!l#^4 {C^-r75 y^BB^JO 

^18-4 im^(D7 ^ ymiii{K^\.tz.mn^m \z^-tw.mmM(DW. 

1 4 1-8 0 3#eiCj;oTn-F$n'5^S#: (gB^J## 8 ) :feJ:tX 
EJ!I#^4 lC^-r75 ym.Un<Df^4 2 -6 5#B©7$ y®?;&^>)^^L 
^cE^J#^9 fC5^T^ggB^J0^1 4 1 -8 0 3 #g ICct Tn- K$ 
ns^^^ (iB^J#^10) W^^ntz. 
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^f^. ^l^tlfemCL-L 20cDNAi^D->f*8 1 3igScJ50RF 
(^^^^#^) ^WL (E^J#-^1 2) , @B^J#-^1 Z\Z.7s^^n^2 7 

l^^n l/^5^>©S>!?0mi^T©^:i^ai^Sfcje), RT - P CRi* 
I'ck f^^tff^frofc. ^le)nfcff^r] l/i^^'X^ c DNAg23?!)OD^-/^ 
^^^^ e»^iI|g^^^^Jii|iIl?#S<k -5 2 S^oy -^-RTFl (5' - 
agattccggtgacataggacc-3' (BBJ«#-^2 6) ) , RTRl (5' -tggtctgggctc 
tgtccctgc-3' (gEaRI#-^2 7) ) t^mmTOfr^n l/tj7 5^>(JD!^3^fi 
JtiKI" § 8?) 0 - 7 5^ >iteT O ^ ii i|i T ^ 5 28 CD y 7 -f 
T-^t h 3-T:i7 5=-> • (5'-caagagatggccacggctgct-3 
' (E2^J#-%2 8) ) , b h /3-Ti75^> • T>5^-fe>;^y^-rT- (5'- 
tccttctgcatcctgtcggca-3' (i32?!l#-^ 2 9 ) ) (^TO^ ^< ^-«CAP 
ly^'I'T-.hl^^itCbT^^Kbfe) <&fflVi, RT-PCR^tro;^. 
a>«?©h hS5l5^i^ORNA ( (1) (2) ;L^liE, (3) l^liiJ. 

(4) BfSI/ (5) 0. (6) (7) #151, (8) JgH, (9) 

/jNji, (10) ii^iii. (11)^, (12) mm. (13) ^ji. (1 

A) mtim. (15)#^i5, (16) *fm. (17)-^S, (18) 
'hm. (19)|^i,eflg, (2 0) Ji^ieflTE, (2 1) #11, (2 2) M 
M> (2 3)giJ^, (2 4) (2 5)li?Sill. (2 6)^:^1^) 

5:5">:/l/"- h t RNA LA PCR KIT (AMY) VERl. 1 (^MiittlS) ^ 

5mM MgClz, IX RNA PCR Buffer, 1 mM d NTP 
Mixture, lU/;/L RNase-T > t h'^ RNA 2 ^ g 
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4 0 tiL\zf3i^^o\zmRse-pft(Dm^7k'vmmLrco mf^izm^^mm 

Kft:^t&^0. 2mL ^a.'-Zf\ZXn. PE Applied Biosys temsttSJ Gen 
eAmp PCR System9700T 4 2'CT3 O^^l, 9 9VX'5^m. 5'CT 5^ 

m(DiD'^ ^jw^^^Kf^^ff-DTco ^^nrzmm^Kft-m^(D i o 

3 5-^^^ JV-vn-DfCo 2. 5mM MgC 1 IX LA PCR Buf 
fer (Mg^-'^-g-) 2 U TaKaRa LA Tag. 0. 2 tiU RT Fi:/^ 
-i-^-. 0. 2fjLM RTR 1 y^-f T-^Sn^, ±m5 0 uL\zyS,^ 

^"DizmmM^Ti^x-mmi^Tzo pcrj*, i^^ftg 5'Cf::T2 t 

jvii^m ^rcmK)i^LKmm\zm^.m9 5x:\zx5^. 

mmzi^-B^Ejt^i 2x:\zxi o^^^t^fo^yAxn-Drco Rjt^^^ 
m^i. ^%7-^u-7.^)vm%^m\z^y)^mh. x.^^z^^^^u-? 
^ Ymm (0. iiLsym-L) xm^^n^^^. Vyy:^-i 

^-^^tci^iz. ^'^m.x(D ^-Ti'j-ym^'f-o-u^^mm-^-^^R 

T-PCR^frVi, RNACDliiE^fT-^/Cc ;&iStt±fE|fl^t, WU^K 
PCR^frVi, *iJ^^fTo;fc. ZOi^^^mi m\Z7r^'t1i^. ^^§1 
(Dmm.-3Vi7^y\t. 2 8-t^-ri';KDPCRT«^E (U->3) X(D 

^^t^^<. -^(Dm^m. (u->4) > /jNji (u->9) , B^iii cix- 

>12) . ^iSJFFE (l/->2 0) . #11 (l/->2 1) , Sm (l^- 

>2 3) . mm i]y->2 4) xo^mtmmx^ko ^^3 sif-r^^ 
JKDP cRTiagr^^ u^^xD^miz^mumtd^n^i)^. ultc^ 
x(Dmm\z:^{,^Tn.\i:3f^^7.r^^mmmx^tz. 
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#€>n/h|T^Sn Ui^^^XDDNASH^J (hCL-L2-l (Sa2?!l#^ 
1) :fe<tlXmCL-L 2 (gBa?iJ## : 12) ) \Z^':^^. gE^OriU^ 

^^Lfz) '^$> v. G e n B a n ky''-'$^^-7.^^^-^tl^n<D7 J 

^wn^^%\^x%i^nf:L'f-df'k%h\zv^=^y H^-<>*^tx®*^ 

^fflViTclustalvj*TT;i.5^y;P • 7 7< ;<> h «:f^^ •ene)*^ 
ttCN-J^ (neighbor-joiningfe) ^fflVi. Phylip version 3.57c p 
ackage :/p A l^iTjteW^J^^^^f^fife L ;^c. 
■^(D^:^, SP-D. '^v'CL-4 3, :teJ;(y^^:7 v3 >-C 

::ne.(Di^ ^7.:^-tciiM-ii-rv cl - l i tiwi^o^ ^x^s^-icusb 

[^iS^a|8 :fT^IlUi^5"> (CL-L2- lcfeJ;D^CL-L2-2) 

CL-L2-1 (E^J#^1) *3ii;CCL-L 2-2 (iB?!l#-^ 3 ) 

RT-P CRffiJcJ; VM^^n-D 
tzc ^ie.nfcCL-L 2 - 1 ©^:lOi3f?^^SrJii|iT#-5 7*^-r*7'- 
(RTF2(5'-atgagggggaatctggccctggtg-3' (E^J## 3 0)), RTR2(5'-cat 
gttctccttgtcaaactcac-3' (@2^J#^3 1) )) , ^f^ntzC L -L 2 - 
2 (D±-&(Dmmmm^mmr^ ^:fy (RTFSCS'-atglggtgggtgcct 
ccgagtc-3' (@Ha?iJ#-^3 2)), RTR2 (E^J#^ 3 1 ) ) . ^^U^mmX' 
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'l(DU^^m2m\Zm-ti)^. *^BJ(DCL-L.2- 1 (ga^j#-^ 1 ) 
\t. 2 8U-^i^;K0PCRTtt1tBi (^->3.). , ffiFli (U->4) , 
/hj^ (^->9) , fl^Jt (1/->1 2) . ^l^S^m (l>'->2 0) , W 

fil (u->2 1) . (i/->2 3) , mm. (u->2 4) i^^mm 

jO*^<. 3 5-y--f i^JI/OP CRT«CL-L 2 - 1 (gH^J##l) 
^^*^|iS§5T^fe. S;^cCL-L2-2 (@S^J#-^3) ft. 2 8 lJ--r ^7 
OPCRTf*CL-L 2-2 (@B^J#^ 3 ) (D^m\tWm (U->3) 

om.^mu^)v\t^\^if}t, m^m. (i/->i 4) . mm (u->i 6) . 

#M (l/->2 1) ,1^^ (l/->2 2) T0^51;5«?S^$n7fc,o 

^Tc. fB9m\Z^\^rc^^\Z. CL-L 2 - l*3<ktXCL-L 2 - 2 

oRT-pcRigife fc^* (D^mmmi^timm-^ nfto zn^b on > h y ;v 

D^Otlib, ^J£««J2 <tfpI:^o:^j*, T^St)-^- 8 Ot:, 10 min. 
L, 15,000 rpm. 10 min. ^'b^M'^. ±.m^:x.^ ^ - )VVLmt ^Z. t 
\Z^K>nmhr:Lo mmi^tz. DNA m¥x\t. Novagen tt^ pTTBlue Vector 
{CM^i^*, :L(D^^i^-^U>\f.^yV-^)V XLl-Blue ifflflStc^Mfe 
^t;/^c. LB (lOOMg/ml 7>tf'>'J» TJg^b, 

7)Vtl^) SDS jilCckOy^T.^ H^ft^ffiL, PE Applied Biosys tems^t 
S! BigDye Terminator Cycle Sequencing FS Ready Reaction kit^fect 
CXABI PRISM 377'>-'ir>ii-T^SE2Rj0^^^fTofe. y^-I'V-^M 
13 Universaiy^-f (5' -cgacgt tgtaaaacgacggccagt-3' (iB2ni#-% 
2 0) ) ^^XS M13 Reversey^'f V- (5' -caggaaacagctatgac-3' (@3 



wo 01/81401 



61 



PCT/JPOl/03468 



mm^2 1) ) ^mi^tzo 

mm^S) (D^S#:Tib§CL-L2-2 vl. C L - L 2 - 2 v 2 :fe 
^XfCL-L 2 - 2 y 3 tmU(Dh(DT$>'DrCo ttc. @B^J#-t2{C^ 
TCL-L 2 - 1 \Z}tmRNA<Dt)Vd^-i-7-'<.:f7.'/^^'y>if\ZJ: 
D 3SOi5'>/1^^ji>?#^EtTVi;fc. -en e> C L - L 2 - 1 v 1 (@B 
^J##3 6. 37) . CL-L2-1V2 (E^J## 3 8 , 3 9) :feck 
i;CL-L2-lv3 (@2^J#-%4 0, 4 1) t^S^r. CL-L2-1 
V 1 fi, @BJiJ#-^2 tC^^rc L-L 2-1 ©75 7 ^#-^4 4 - 9 1 

(BB^J#-^ 1 \Z^rC L - L 2 - 1 (D:^S#-% 3 9 4 ~ 5 3 7 f^l 

g2^J0^2 6 5-9 3 3#e (@3^J#^ 5 9 ) ck T 3 - K $ . 
CL - L 2 - 1 V 2 \t,. mm^-^2 IZ^-rCL- L 2 - i 5 yM# 
#4 4-6 7 Peld^^^ 1 \Z^-rCL - L 2 - l (D:^^## 3 

9 4~4 6 5 Pb^^&S;^^) ^© 7 5 7 ^@a^J«i2^J#-# 

3 8 lc:5^-riiS@3^"J©^2 6 5 ~ 1 0 0 5#B (@B^J#-l-6 0) tCcfco 
Tn- H$n^. G L - L 2 - 1 V 3 @2^J#-# 2 tC^f C L - L 2 
-107 5yi?#-#6 8-9 ITbI*^::^^ (@3^J#-# 1 fCS^-T C L - L 2 
- 1 ©^^#-#4 6 6 - 5 3 7 Feldt^^) bfe'bCDTa5 0^ ^©7 5 7 
i^E^J«SB^J##4 0 \Z^'r^m^m<Of^ 2 65-'lb0 5#i (EJIJ 
#•#6 1) tJ;"3Tn-H$n§o ^;t^Jfi^fy4 i|wi^©;&^{CTmC 
L-L 2 - 2 5tei^^#^;it;{>tTtrcc 

[^ig^J9 : ii^n U^f-XOmm^^^-pcDMZ. 1/Myc-His(+)A-CL 

CL-L2-1 (SB^J##1) C7)il|R^^$r, CL-L2-lFy (5 
'-gggaagcttcgatcaggatgagggggaatctggccctggtg-3' (@2^J## : 3 3) ) 
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<i:CL-L2-lRy:7-l' (5' -gggctcgagcatgttctccttgtcaaactcac-3* (IB 

mm^i 3 4) ) srfflViT. ^rcmm:2u^^> (@b^j#-%3) <Dum 

^^i£rCL-L2-2Fy'7'l' (5'-gggaagct tccagcacaatgtggtgggtgcclccga 
gtc-3'E^J#-% : 3 5)) i:CL-L2-lR7'^'f 'X'- (SS^J#-^ : 3 4) $ 
ffiViT. t hWES^cDNA^-r y^U-<&^Mi bT, P CR 
^tia : Takara Thermal Cycler MP) lC<t D ii'li^ii:;^, # e>nfe C L - 
L2-1 cDNA^pT7Blue T-Vector (lHov&gen^m) \Zy^ if-i/ 3 > 

iii^ixho iT^^-ftbT, mu<Dmmx-mi\:Lmmvrz.i>ci)Mz.\/uyc-ms 

:^-pcDNA3. l/Myc-His(+)A-CL-L2-1.2^:b:tc C:OIS{::CL-L2 
-liCL-L2-2 (D^mW (iB3^J#^ 5 , E^J#-^ 7 , iB^J#-^ 9 . 
gB^J#^3 6. @2^J#-^3 8 *5j;iX@2^J#-^4 0 ) Vi T Id ^ 

9 l;: J: Ot#e>nfc^^^i^i5'-pcDNA3. 1/Myc-His (+)A-CL-L2-1 
<hpEGFP-F^/7 ^- (^□->x-/^ttM) ^LIPOFECTAMINE 2000 (LF20 
00) Reagent (GIBCOBRLtt^) ^ffi V^TCHO^iffliaicr] b7>7.7x^ hb^ 
— ^-f, LF2000 ReagentJt^SO. 5 ml (LF2000 Reagen 
I 30jLiK Nu.trient Mixture F-12 Ham ( Ham's F-12iSJi!j ) (i/^T^t 

mi CpcDNA3. ]/Myc-His(+)A-CL-L2-l, 2 : 7. 5/zg. pEGFP-F^i^ ^ -2. 5 
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/ig. Ham's F-12i$«fe) i^fDb, 2 0 rJ^-r^M > + :i ^- h bfe. 

25cm' 7 7X UTS ml Ham's (S^FCS^^O) Ti^^gfc'^T^ 

ofc, ^IC, JgfifeSrHam's (5%FCS, 0..4 mg/ml Geneticin (GI 

^- (Becton Dickinson ^U) \ZJ:K) 'J-^^ yif^n-Dtc. m^^m 
tfe25cm27 7 7.n©iMJia*5 ml PBS(-)T?2|pIi5fe?^L'fc^> EDTA solutio 
n 0.02% ('^tl^^y'7.i7^m) 0.3 ml 'Vmm^\tf)^L. 10 ml PBS(-) 

izmrnvtz'^. 200 X g, 7^rBi. 4'CT^vi:N^. ±^^^^l. 9.5 mi© 

2% FCS/PBS(-)Hj^}©L, 'J-y-^ >^1)->'/JVtLrc, 1)->'^JVit±: 
;i/7> h "/T'^tB ml ^o.-:/ (Becton Dickinson ^tSS) 

z^3>Ltzc ::n e) © ifflJlia^i 2b e>/6^bJS) Ham's F-12^:Nfi (5%FCS> 0.4 m 
g/ml Geneticin^O) ^lOOxil To AnT*3 Vifc967tlfflJiaig^ffl y Ix- 

^mw:. •^^\z. mii\ t'o^mm^tux. ^^jiciiSFBi^^^fr^^t. 

Geneticin{c:j;§^;^J-t l/i^e/3 >(C J; D i^JiltTtfc^ P->$r2:J)-i!l 
bT. i27^::feit;c24?'v:lfflflg^^ffi:/l/-h^f-tL;t. ;i<Di#, i;?t(c:2 

TtSEBlS^^^yi/- h{c:«9 : l(7)^BajtTiBJJg$Jf 37*0, 5%C02 
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^^±.m(Omii \ ^Immobilon-P (5Ui}?7itS?) JCBio-Dot 
Microf iltration Apparatus (BIO-RADttlg) ^rMV^T H V.^Uy hly. 
Jiinyc (Invitorogen^tM) ^0.05%Tween 20/TBS buffer (^Miitt 

m.) -^mm^^htcmmz^^umf^^ y^:2.'^-vvt:i^. loomi 

CD0.05%Tweeo 20/TBS buf f erTp<> :/ 1/ >^^^aT20:e^rB^ X3IsIi!feJ^ b . 
^e.tlitx'T^XIgG-HRP i^^uy^m.) ^0.05%Twecii 20/TBS buffer 

5%Tweeii 20/TBS buff erT>^ ^^igT20:^Fp1 X 3lEli5fe?^L, TMB 

MembraBe Peroxidase substrate systemC:? ±n vttIS!) <£rfflUT^tllL 

i^'-h(omm^^^%mm'^m (cho/cl-l2-i) ^bjto 
mmmi o-^Y^mvrcmmnv^^y(D^^^mmm,w (chq/cl-l2- 

1) <Oig«±miL^V]VAP0RE10 (^^nvttM) ^^ffiV^TBOmUClMaibfe 
^, Ni-NTA y-^U-T. {^J^y^m) $200/i lilDA.. 

y^:3.y^-i^B yr^z.t\z^y)mm::iv^=^y^w\-mk 

7:if o-X{C^-&$i^fco Ni-NTA 7:^P-7> ^Poly-Prep Chromatogr 
aphy Columns(A-l*:^^ Ki±M) fC^fe^Kt, SmlOSOmM NaHzPO^, 300mM 

NaCI, 20inM -f^^y-jP, 0.05%Tween20(pH8. 0)T3|E]i5fe?ttfcm. 20 
0//I(Z)50mM NaH2P04, 300inM NaCU 250mM -^^d^V—)]/. 0.05%Tween20 

(pH8.o) x-bw\m^t^<it\z^v)mm\^tz, wmi'tzmm^iu^^y 

^M^^U-y^O^mm^lmohilon-f^f^yyuy (^U#7&i5!) iCBio-Dot 
Microfiltration Apparatus (BIO-RAD^t^) i^ffi l^T H h T'd h b 
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JC^^tT. ^mTlB^^^rO^i^-bbfe.. ^IC;>^>:n->'$0.()5%Tw 
een20, 5idM CaCU, TBS buf ferT3lElife?t b> BmM CaCI2^ TBS bufferTI 

>^i^- S byc^> ||^0,05%Tween20, 5inM CaCU, TBS bufferT3IlI 
^^bfcc 'AiZ0.Q5%Tveen20. 5mM CaCU, TBS bufferrClOOO^&f&f? L 
TtStreptabvidin-biotinylated. HRP (7'^->^A^m) ^t&'^izMm.TZ 
O^^F^-r V L, 0.05%Tween20, 5mM CaClg, TBS bufferT3IsI 

^^Lfc^. TMB Membrane Peroxidase substrate sys tein(7 :^3 i^ifc 

*^flJOC L - L 2 s i5^>A:j7g«, n U ^ ^ yMT^^^ bXl^^ ^ 

tf)^^. ^n^izf^m<D^W:^^-r^Mt^x^tL. mm^^pmmco 
"tcomm. mzs\z'tn^(Drcib(DU.m'^m.mo^mB 
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m :!k (D m m 

2. @H^j#-^4 5 (mnmm (Dmm^^ 2 .6 5-107 nzi^^) 

tC^-r^SBB^J, @B^J#-t2 1 ~ 2 7 1 t'^l-y^ y 

3. IBJiJ#-^4 07 5 - 2 4 5tC^t"7^ym 2 4 5©/i>^ 
e>^Jc^7^ y ^e3^J^Wr^:$'>A°i^K. Sfc«, @2J!l#-t4©7^ y 

1- 2 4 5 lC5^-r75 y^SB^J{C*3ViT 1 feb< «i[i@0D7^ y 
M^'bb< «#JD$n/c7 5 y^@E^!IJ5^e>;^j:t3^ 7!»^r)E^iJ# 

•t4 ©7 5 y 1 ~ 2 4 5 (c:7i^'r7 5 y ^E^J^^t"'5i$^>;ii^M 

4. E^J#^4 6 (E^J#^3©:^S#^1 4 1 ~ 8 7 5 (3*11) \Z 

5^-r^s@B^j, @32?y#-^4 ©7 5 y 1 -^245 ^^1-75 y ^bb 

:;^Ur5^< XL, /6^0@2^iJ#-t 4 ©7 5 y ^#-^ 1 ~ 2 4 5 {3^1-7 
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5. iB^J#-t4 7 (iE^J#^2 (^7S y 113-271 JCffi^) 
^c{i, @B^J##2{::5^-r7Symg22?0{c:i3(.iTl L < {iic^cDT.^ y. 
^2<D7S. ym^^l 13-271 {c:5^-r7^ y MSB^J^Wf Sr^'^A 

6. @B^J#-^4 8 (g2^J#^ 1 (D^m^^e 0 1 - 1 0 7 7 Jd^B^) 
{;:zi^TmSiBJiJ. mnm^ 2 <0 7 5. y i 13-2 7 1 {c:^-r7 5 

#TTA-r UiS'WXL^ 3{»^^@B^J#-^2 (D7^ y^#-^l 13-2 7 

7. If^OfBH^ 5:^tB«g(D^>Ai^SCDN*^#J{C (Gly-Xaa-Yaa) n 
({Hbnl^ 1^±5 OUTom^^^h. Iaa:^^ma&\t7 ^ ymn^ 

S:^b> XaaiYaa}*|s]-7 5 yM?^ST^-DTt>M;:f'575 yi?^^T 

8. (Gly-Xaa-Yaa) n;{;mBI¥^ r 5^ 
Gly-Leu-Lys-Gly-Asp-Ala-Gly-Glu-Lys-Gly-Asp-Lys-GIy-Ala-Pro-Gly- 
Arg-Pro-Gly-Arg-Val-Gly-Pro-Thr-Gly-Glu-Lys-Gly-Asp-Met-Gly-Asp- 
Lys-Gly-Gln-Lys-Gly-Ser-Val-Gly-Arg-His-Gly-Lys-Ile-Gly-Pro-Ile- 
Gly-Ser-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly- 
Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro- (@53?iJ##4 9 (l2^!l#-^2 : 7 5 
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jmm^4 1-11 2\zm^) ) . 

Gly-Asp-Ala-Gly-Glu-Lys-Gly-Asp-Lys-Gly-AIa-Pro-Gly-Arg-Pro-Gly- 
Arg-Val-Gly-Pro-Thr-Gly-Glu-Lys-Gly-Asp-Met-Gly-Asp-Lys-Gly-Gln- 
Lys-Gly-Ser-Val-Gly-Arg-His-Gly-Lys-Ile-Gly-Pro-Ile-Gly-Ser-Lys- 
5 Gly-GlD-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly-Pro-Asn-Gly- 
Glu-Pro-Gly-Leu-Pro (I2^J#-^ 5 0 (gB^J#-^2 : 7Sy^#-^4 4~ 
1 1 2, '&U<(ffl^J#^4 : 7^ym#-^l 8-8 eiCffi^) ) . 
Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-Ile-Gly-Pro-Pro-Gly-Pro-AsD-Gly- 
Glu-Pro-GIy-Leu-Pro (IB2^J#^ 5 1 (@B^J#^2 : 7 5 /^#-^ 9 2~ 

10 112. t)b< tt@H^J#^4 : 75ym#-^6 6-8 6 tdffi^) ) . 

Gly-Asp-Met-Gly-Asp-Lys-Gly-GlD-Lys-Gly-Ser-Val-Gly-Arg-His-Gly- 
Lys-Ile-Gly-Pro-Ile-Gly-Ser-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp- 
Ile-Gly-Pro-Pro-Gly-Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro (S2^J#-^ 5 2 
(@2^J##2 : 75/m##6 8-1 1 2> t> b < f*g2a?>l#^,4 : 7 5 

15 yM#-^4 2-8 6 icffi^) ) , 

Gly-Asp-AIa-Gly-Glu-tys-Gly-Asp-Lys-Gly-Ala-Pro-Gly-Arg-Pro-Gly- 
Arg-Val-Gly-Pro-Thr-Gly-Glu-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp- 
ne-Gly-Pro-Pro-Gly-Pro-AsD-Gly-Glu-Pro-Gly-Leu-Pro (@2^J#-^ 1 1 
(@2^J#-^ 2 : 75 ym#^4 1~67*3J;Z^92-112. feb<tt 

20 Sa^J#-^4 .: 75yM#-^l 8-4 l:feJ;lX6 6-8 6lCffi^) ) , 

Gly-Leu-Lys-Gly-Glu-Lys-Gly-Asp-Ser-Gly-Asp-I le-Gly-Pro-Pro-Gly- 
Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro (@2^iJ#-^4 3 (@E^J#-^ 2 :75y 

m#^4 1-4 3*5j;r;9 2-1 1 2 \znm) ) , *;^ct* 

Gly-Leu-Lys-Gly-Asp-Met-Gly-Asp-Lys-Gly-Gln-Lys-GIy-Ser-Val-Gly- 
25 Arg-His-Gly-Lys-I le-Gly-Pro-IIe-Gly-Ser-Lys-Gly-Glu-Lys-GIy-Asp- 
Ser-Gly-Asp-I le-G.ly-Pro-Pro-Gly-Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro 
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(gS^J#^4 2 (i2^J#-^2 : 7^/^#-^4 1-4 3;feJ;lK6 8-1 
1 2\znm) ) 

Gly-Leu-Lys-Gly-Asp-Ala-Gly-Glu-Lys-Gly-Asp-Lys-Gly-Ala-Pro-Gly- 
Arg-Pro-Gly-Arg-Val-Gly-Pro-Thr-GIy-Glu-Lys-Gly-Glu-Lys-Gly-Asp- 
6 Ser-Gly-Asp-I le-Gly-Pro-Pro-Gly-Pro-Asn-Gly-Glu-Pro-Gly-Leu-Pro 
(Se^J#^4 4 (B3^J#-^2 : 7$y®?##4 1-6 7 :^J:XS9 2-1 
1 2\zm^) ) 

mo 

10 . lf^(DlBS^7 *7t«8:SIEmOi5'>Ai5'K0D (Gly-Xaa-Yaa) n 

Met-Arg-Gly-AsD-Leu-Ala-Leu-Val-GIy-Val-Leu-IIe-Ser-Leu-^la-Phe- 
15 Leu-Ser-Leu-Leu-Pro-Ser-GIy-His-Pro-Gln-Pro-Ala-Gly-Asp-Asp-Ala- 
Cys-Ser-Yal-Gln-Ile-Leu-Val-Pro (@B^J#-^ 5 3 (IH^!l#-§-2 : 7^V 

^##1-4 0 \zmm) ) 

1 1. if^cDiBfflM7 8^IB^Oi5'>/1i>K(D (Gly-Xaa-Yaa) n 

20 ®Mii©N5^i^(;:i^.lT®75 yiSiB^J-rj^b'^. 

Met-Trp-Trp-Yal-Pro-Pro-Ser-Pro-Tyr-Gly-Cys-Leu-Pro-Cys-Ala-Leu- 
Pro (@a^J#-^ 5 4 (S2^J#^ 4 : 7 ^ y 1 - 1 7 ICffl ^) ) 

5: ^ e IC tr ;i i ^ # <i: r § ^ > A o 

25 S@3^J« 

T3. Se^J##6©75y^#-tl~'l '9 7{c^r7$V^l 9 7<EI;i>i 
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14. iBa^J#-^5 5 (@3aRI##5©:^SII-^l 4 1-7 3 1 fC^ffl^) \Z 

^Titgga jij. ^nm^ e © 7 ^ 1-197 \z.7hty $ y 

A-r:/'jy<Xb, 7&^'3@H^J#-t6 07^ym##l~l 9 7tc^-r7 
5 y MSB^j ^^-r S ^ >/'^ M i: 1^^ OiiM ^;fr 5 > A ^ © ^ □ - 

1 5. IS^J#-^8 ©7Sy®##l ~2 2 1 {C^-r7^ y®?2 2 Ifiy&i 

^^^r^jnMn-^;^t^^>?\^m.. sb^j#^8,c7)75 y 

^#-% 1-221 t^.-r7^ y^@S^Jl-*5l:»T 1 L < «|&^@0!)7 ^ 7 

1 6. @E^J#^5 6 (@B^J#-^7CDiga#^l 4 1 -8 0 3 lC*a^) id 
5^1"mS@2^J, E??!J##8©7 5y^##l~2 2 1 (CS^-T 7 ^ 7 

A-f^U iJ^-r XL, /0^':?E^J#-^8 ©7^ 1 - 2 2 1 \z.'^tT 

^ y MSB^J S ^ > A ^ M (hI ^ OttM <&^f -5 ^ > A M ^ n - 

1 7 . SBJiJ## 1 0 07^ ym#^ 1-221 XZTf^-fy^ JWl2 2 1 
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^ymt^if^^. mm%h<\tHisa-^nrz7s.ymmm-^^f3iKi> t&^obb 
o©75yM#-ti-'2 2 i\z^-r7^ ymmm^m'r^^> 

1 8 . SB>^J#^ 5 7 (@S^J#-^ 9 0[)mS#-^ 1 4 1 8 0 3 ICffi^) \Z 

^-r^ssa^j. @3^j#-^i 0 <DT^ 1-221 ic^^-rr^ y bi 

TA-f r/Ur^'-l'XL', ;&^^SH^J#-t 1 0 1 ~ 2 2 1 

■r 7 S y ^SB^J ^ Wr S > A ^ ® 1^ ^ ^^.^f -5 iS' > A 1^ ^ 

1 9. E^J#-^l 3(D7^/@S#-^l-'2 7 1 {C5t-r75 /K,2 7 1-^ 

15 i)^i^^^7 5. ym^n^^'r^^>j'i^^. ^tc^t. @H3?ij#-t i sot 
^ /M#-^i - 2 7 1 ic^-rr^ y^S2^j(c:feviT i 'bb< h^^sot 

^J#^l 3 (DT^ 1-271 t'^-TTS ymS35?iJ$r^-r^:5^ > 

20 \m)^o 

2 0. E^J#-^5 8 (@B^J#-^1 2<Dm&^^l 5 7~ 9 6 9 \zm^) 
\Z^t^^mm. @S^J#^ 1 3 ©7^ 1 ~ 2 7 1 {CS^TT^ 7 

25 TT;N-r:7>j^*'f XL, ;i>^^i3^J#^i 3©7^ym#-^i~2 7 i (c: 

7 S / ^@S3?iJ <£r^-r § iJ' > A M i: cDttM ^ ^ ^ > A K 
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22. @B^J#^5 9 (S53^J##3 6 ©:^S#^2 6 5~ 9 3 3 (dffi^) 
JcS^TlgSiB^J, E^J#-i-3 7 ©7$ ym^^ 1-2 2 3 \Z^-t7B. J 

TTA-f :/iJ 3^-rXU /5^':?@3?(l## 3 7 (^)7^ /^#-^l'-2 2 3\Z 

2 3, I2^J#^3 9 ©7$ - 2 4 7 tScf 7$ yS?2 4 7M 

^^^^^7 ^ jw^n-^-^t^^yn^%^ ^rc\t. @b^j#-^3 9 07 

^Vm##l'- 2 4 7 \zmt7 ^ ^ mmn\Z^\^^X 1 ^L<\tM(D7 
jy#-^3 9 ®7^ y ^##1 - 2 4 7 75 y^E^J^W"rSiS'> 

2 4. iB^J#-^6 0 (@e^J#^3 8©:^S#^2 6 5- 1 0 0 5 fcffi^) 

iz^'tm.^mm. mmm^s 9 075 1-247 \zfr^-t7^ j 
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2 5. E2?lJ#^4 1 CD7^y^#-^l~ 2 4 7 JC^T7^/^2 4 7 <@ 
i&^e»fiK§7$y®?ffi^J<&^-rS^>/"?i^M. Sfctt, g23RI#-t4 1.07 
^ym#-^l~2 4 7 IC^r7^ yMI3^J{343liT 1 'bb<«l^1H0 7 

^J#^4 l ®7^ym#-^l~2 4 7 t:::^-r7^ yKE2^J*^t-'5^> 

2 6. g23?II##6 1 (@2^J#-^4 0Olg^##2 6 5~ 1 0 0 5 (C^g^) 
tc5^-r^gE2?iJ. E^J##4 107 5 y ^#-^ 1 ~2 4 7 tc^f 7$ y 

TTA<:/«jy^Xb. *^':)E3?lJ#-^4 l(^75/i?##l'-2 4 7 13 

27. it^0|gHll2. 4. 6. 9, 12, 14, 16, 18, 20, 

2 2, 2 4 ^fc«2 emizmmcDm^mm^^tszt^^WLtT^^^ 

2 8. lt^cDlBH^2, 4, 6, 9, 12, 14, 16, 18, 20, 

2 2,2 4 ^rc\t2 Qm\zmm(D^mmm^^m'^m\zgk^-ri>jBn^ 

29. if^(D|gH^2, 4, 6, 9, 12, 14, 16, 18, 22, 

•^ntzh c L-L 2 s^>/-^^m^u^t^:it^wwitt^^>n^ 
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3 0. m-^(Dmmf$2 om^Wi.(D^mmmrmnmmhrzmf&^mmiys 

3 3. mCh-L 2 sm^^oy^m^Xm-^^Tcy y^T^h-^^Tso 
10 3 4. H^WIBH^I. 3, 5, 7, 8. 10, 11, 13, 15, 1 

7, 19, 2 1, 2 3^rz\t2 smizumo^y/^^m^tciit-^omh- 

15 3 6. m^©lBH^3 4 ^fc«3 5]^tlB^©Jn:^<hCL-L 2 s i5'> 

37. S^CDIBH^l, 3, 5, 7, 8, 10, 11, 13, 15, 1 
7, 19, 2 1, 2 3 ^:tli2 5]llc:|Ei^O^>/^iJ7K©^tl<£r$lIS5[T 

3 8. IfjfcOlgH^l, 3, 5, 7, 8, 10, 11, 13, 15, 1 

7, 19, 2 1, 2 3^rz\t2 5yM\zmm.(D^y;'^!7m(Di^m^m.w-r 

3 9. M^OIbHUI , 3, 5, 7, 8, 10, 11, 13,15, 1 

25 7 , 1 9 , 2 1 , 2 3 ^rz\t2 5m\zum<o^>Ai^m'^m^^=^^t^ 
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4 0. it^©isa^3 9m\zBm.(D7.^v-:zy-!f:^mz^'Dxn^n 
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SEQUENCE LISTING 

<110> FUSO PHARMACEUTICAL INDUSTRIES, LTD. . 

<120> Novel Col lectin 

<130> 01P237W0 

<160> 61 

<210> 1 
<211> 1341 
<212> DNA 
<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (265).. (1077) 
<400> 1 

cgcggccgcg tcgacggacg gtggacgcag cgcagacagg aagctccccg agataacgct 60 
gcggccgggc ggcctgattt gctgggctgt ctgatggccc gggccgaggc ttctccctgc 120 
gcctgggact gcggccgcct ctctaaatag cagccatgag gcgcctgggg gcagtgtcct - 180 
cgcggccgcg tcgaccgacg gccgcagtcg acgccccgtt cgcctagcgc gtgctcagga 240 
gttggtgtcc tgcctgcgct cflgg atg agg ggg aat ctg gcc ctg gtg ggc 291 

Met Arg Gly Asn Leu Ala Leu Val Gly 
1 5 

gtt eta ate age etg gcc itc ctg tea ctg ctg eca tct gga eat cct 339 
Val Leu He Ser Leu Ala Phe Leu Ser Leu Leu Pro Ser Gly His Pro 
10 15 20 25 

cag ccg get gge gat gac gcc tgc tct gtg cag ate etc gtc cct ggc 387 
Gin Pro Ala Gly Asp Asp Ala Cys Ser Val Gin lie Leu Val Pro Gly 

30 35 40 

etc aaa ggg gat geg gga gag aag gga gac aaa ggc gcc ccc gga egg 435 
Leu Lys Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly Arg 

45 50 55 

cct gga aga gtc ggc ccc acg gga gaa aaa gga gac atg ggg gac aaa 483 
Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Asp Met Gly Asp Lys 

60 65 70 

gga cag aaa ggc agt gtg ggt cgt cat gga aaa att ggt ccc att ggc 531 
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Gly Gin Lys Gly Ser Val Gly Arg His Gly Lys lie Gly Pro He Gly 

75 80 85 

tct aaa ggt gag aaa gga gat tec ggt gac ata gga ccc cct ggt cct 579 
Ser Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro 
90 95 100 105 

aat gga gaa cca ggc etc cca tgt gag tgc age eag ctg cgc aag gee 627 
Asn Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys Ala 

110 115 120 • 

ate ggg gag atg gac aac eag gtc tet eag ctg ace age gag etc aag 675 
lie Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu Lys 

125 130 135 

tte ate aag aat get gtc gee ggt gtg ege gag acg gag age aag ate 723 
Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys He 

140 145 150 

tae ctg ctg gtg aag gag gag aag cgc tac gcg gac gee eag ctg tec 771 
Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser 

155 160 165 

tgc cag ggc cgc ggg ggc acg ctg age atg ccc aag gac gag get gee 819 
Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala 
170 175 180 185 ' 

aat gge ctg atg gee gea tae ctg gcg caa gee ggc etg gee egt gtc 867 
Asn Gly Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg Vah 

190 195 200 

tte ate ggc ate aac gac ctg gag aag gag ggc gee tte gtg tae tet 915 
Phe He Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr Ser 

205 210 215 

gac cac tec ccc atg egg ace tte aac aag tgg cgc age ggt gag ccc 963 
Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro 

220 225 230 

aac aat gee tae gac gag gag gac tgc gtg gag atg gtg gee teg ggc 1011 
Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Met Val Ala Ser Gly 

235 240 245 

ggc tgg aac gac gtg gee tgc cac acc ace atg tac tte atg tgt gag 1059 
Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu 
250 255 260 265 

ttt gac aag gag aac atg tgagcctcag gctggggctg cecattgggg 1107 
Phe Asp Lys Glu Asn Met 
270 

gccccacatg tccctgeagg gttggcaggg acagagccea gaceatggtg ecagecaggg 1167 
agctgtccet ctgtgaaggg tggaggctca clgagtagag ggctgttgte taaactgaga 1227 
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aaatggccta tgcttaagag gaaaatgaaa gtgttcctgg ggtgctgtct ctgaagaagc 1287 
agagtttcat tacctgtatt gtagccccaa tgtcattatg taattattac ccag 1341 

<210> 2 
<211> 271 
<212> PRT 
<213> Homo Sapiens 

<220> , 

<223> Deduced Amino Acid Sequence of Novel Collectin from Nucleotide 

Sequence set out in SEQ ID N0:1. 



<400> 2 



Met Arg Gly Asn Leu Ala Leu 


Val 


Gly 


Val 


Leu 


He Ser 


Leu 


Ala 


Phe 


1 5 






10 








15 




Leu Ser Leu Leu Pro Ser Gly 


His 


Pro 


Gin 


Pro 


Ala Gly 


Asp 


Asp 


Ala 


20 ' 




25 








30 






Cys Ser Val Gin He Leu Val 


Pro 


Gly 


Leu 


Lys 


Gly Asp 


Ala 


Gly 


Glu 


35 


40 








■ 45 








Lys Gly Asp Lys Gly Ala . Pro 


Gly 


Arg 


Pro 


Gly 


Arg Val 


Gly 


Pro 


Thr 


50 ' 55 










60 








Gly Glu Lys Gly Asp Met Gly 


Asp 


Lys 


Gly 


Gin 


Lys Gly 


Ser 


Val 


Gly' 


65 70 








75 








80 


Arg His Gly Lys He Gly Pro 


He 


Gly 


Ser 


Lys 


Gly Glu 


Lys 


Gly 


Asp 


85 






90 








95 




Ser Gly Asp He Gly Pro Pro 


Gly 


Pro 


Asn 


Gly 


Glu Pro 


Gly 


Leu 


Pro 


100 




105 








110 






Cys Glu Cys Ser Gin Leu Arg 


Lys 


Ala 


He 


Gly 


Glu Met 


Asp 


Asn 


Gin 


115 


120 








125 








Val Ser Gin Leu Thr Ser Glu 


Leu 


Lys 


Phe 


He 


Lys Asn 


Ala 


Val 


Ala 


130 135 










140 








Gly Val Arg Glu Thr Glu Ser 


Lys 


He 


Tyr 


Leu 


Leu Val 


Lys 


Glu 


Glu 


145 150 








155 








160 


Lys Arg Tyr Ala Asp Ala Gin 


Leu 


Ser 


Cys 


Gin 


Gly Arg 


Gly 


Gly 


Thr 


165 






170 








175 




Leu Ser Met Pro Lys Asp Glu 


Ala 


Ala 


Asn 


Gly 


Leu Met 


Ala 


Ala 


Tyr 


180 




185 








190 






Leu Ala Gin Ala Gly Leu Ala 


Arg 


Val 


Phe 


He 


Gly He 


Asn 


Asp 


Leu 


195 


200 








205 








Glu Lys Glu Gly Ala Phe Val 


Tyr 


Ser 


Asp 


His 


Ser Pro 


Met 


Arg 


Thr 
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210 215 220 

Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu 
225 230 235 240 

Asp Cys Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys 

245 250 255 

His Thr Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Met 
260 265 270 

J 

<210> 3 
<211> 1139 
<212> DNA 
<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (141).. (875) 

<400>. 3 

cagaagtttt ggtgaaagtg gctttggccc tgactttgtg gtagcgtgtg tgggtttgtg 60 
agtggaacct tcagctttag gttggaaacg gtggctgtgg agagctggac ttttggctgt ' 120 
ggaggtcacg tccctgccca atg tgg tgg gtg cct ccg agt ccc tac ggt tgt 173 

Met Trp Trp Val Pro Pro Ser Pro Tyr Gly Cys 
1 ' 5 10 

ctt ccc tgc gee ctg cca ggg gat gcg gga gag aag gga gac aaa ggc 221 
Leu Pro Cys Ala Leu Pro Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly 

15 20 25 

gcc ccc gga egg cct gga aga gtc ggc ccc acg gga gaa aaa gga gac 269 
Ala Pro Gly Arg Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Asp 

.30 35 40 

atg ggg gac aaa gga cag aaa ggc agt gtg ggt cgt cat gga aaa att 317 
Met Gly Asp Lys Gly Gin Lys Gly Ser Val Gly Arg His Gly Lys He 

45 50 55 

ggt ccc att ggc tot aaa ggt gag aaa gga gat tec ggt gac ata gga 365 
Gly Pro He Gly Ser Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly 
60 65 70 75 

ccc cct ggt cct aat gga gaa cca ggc etc cca tgt gag tgc age cag 413 
Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin 

80 85 90 

ctg cgc aag gcc ate ggg gag atg gac aac cag gtc tct cag ctg acc 461 
Leu Arg Lys Ala He Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr 
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95 100 105 

age gag etc aag tte ate aag aat get gtc gee ggt gtg cgc gag acg 509 
Ser Glu Leu Lys Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr 

110 115 120 

gag age aag ate tae etg etg gtg aag gag gag aag cgc tac gcg gac 557 
Glu Ser Lys He Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp 

125 130 135 

gee eag etg tec tge eag gge cgc ggg gge aeg etg age atg cec aag 60fe 
Ala Gin Leu Ser Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys 
140 145 150 155 

gac gag get gee aat gge etg atg gee gca tae etg gcg eaa gee gge 653 
Asp Glu Ala Ala Asn Gly Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly 

160 165 170 

etg gee egt gtc tte ate gge ate aae gac etg gag aag gag gge gee 701 
Leu Ala Arg Val Phe lie Gly lie Asn Asp Leu Glu Lys Glu Gly Ala 

175 180 185 

tte gtg tae tct gac cae tee cec atg egg ace tte aae aag tgg cgc 749 
Phe Val Tyr Ser Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg 

190 195 200' 

age ggt gag cec aae aat gee tae gae gag gag gac tge gtg gag atg 797 
Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Met 

205 210 215 \ 

gtg gee teg gge gge tgg aae gae gtg gee tge cae ace ace atg tac 845 
Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr 
220 225 230 235 

tte atg tgt gag ttt gae aag gag aae atg tgagceteag getggggetg 895 
Phe Met Cys Glu Phe Asp Lys' Glu Asn Met 
240 245 
cceattgggg gececacatg tccctgcagg gttggcaggg acagagccca gaccatggtg 955 
ceagccaggg agctgtccet ctgtgaaggg tggaggctea ctgagtagag ggctgttgtc 1015 
taaactgaga aaatggceta tgcttaagag gaaaatgaaa gtgttcctgg ggtgetgtct 1075 
ctgaagaage agagttteat tacctgtatt gtageeccaa tgteattatg taattattae 1135 
ccag 1139 

<210> 4 . 
<211> 245 
<212> PRT 

<213> Homo Sapiens 
<220> 
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<223> Deduced Amino Acid Sequence of Novel Col lectin from Nucleotide 
Sequence set out in SEQ ID NO: 3. 

<400> 4 

Met Trp Trp Yal Pro Pro Ser Pro Tyr Gly Cys Leu Pro Cys Ala Leu 

1 5 10 15 

Pro Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly Arg Pro 

20 25 30 

Gly Arg Yal Gly Pro Tbr Gly Glu Lys Gly Asp Met Gly Asp Lys Gly 

35 40 45 

Gin Lys Gly Ser Yal Gly Arg His Gly Lys lie Gly Pro lie Gly Ser 

50 .55 60 

Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn 
65 70 75 80 

Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys Ala He 

85 90 95 

Gly Glu Met Asp Asn Gin Yal Ser Gin Leu Thr Ser Glu Leu Lys Phe 

100 105 110 

He Lys Asn Ala Yal Ala Gly Yal Arg Glu Thr Glu Ser Lys He Tyr. 

115 120 125 

Leu Leu Yal Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys 
130 135 140 ^ 

Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala Asn 
145 150 155 160 

Gly Leu Met Ala Ala Tyr :Leu Ala Gin Ala Gly Leu Ala Arg Yal Phe 

165 170 175 

He Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe Yal Tyr Ser Asp 

180 185 190 

His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn 

195 200 205 

Asn Ala Tyr Asp Glu Glu Asp Cys Yal Glu Met Yal Ala Ser Gly Gly 

210 215 220 

Trp Asn Asp Yal Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu Phe 
225 230 235 240 

Asp Lys Glu Asn Met 
245 

<210> 5 
<21I> 995 
<212> DNA 
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<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (141).. (731) 

<400> 5 

eagaagtttt ggtgaaagtg getttggeec tgactttgtg gtagegtgtg tgggtttgtg GO 
agtggaaeet tcagctttag gttggaaaeg gtggetgtgg agagetggac ttttggetgt 120 
ggaggtcaeg tccctgceca atg tgg tgg gtg ect ecg agt eec tac ggt tgt 173 

Met Trp Trp Val Pro Pro Ser Pro Tyr Gly Cys 
1 5 10 

ctt cee tgc gcc ctg cca ggt gag aaa gga gat tec ggt gae ata gga 221 
Leu Pro Cys Ala Leu Pro Gly Glu Lys Gly Asp Ser Gly Asp He Gly 

15 20 25 

cee cct ggt cct aat gga gaa cca ggc etc cca tgt gag tgc age cag 269 
Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin 

30 35 40 

ctg cge aag gcc ate ggg gag atg gae aac cag gte tct cag ctg acC 317 
Leu Arg Lys Ala lie Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr 

45 50 55 

age gag etc aag ttc ate aag aat get gte gcc ggt gtg cge gag aeg, 365 
Ser Glu Leu Lys Phe lie Lys Asn Ala Val Ala Gly Val Arg Glu Thr 
60 65 70 75 

gag age aag ate tac ctg ctg gtg aag gag gag aag cge tac gcg gae 413 
Glu Ser Lys He Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp 

80 85 90 

gee eag ctg tec tgc cag ggc cge ggg ggc aeg ctg age atg eec aag 461 
Ala Gin Leu Ser Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys 

95 100 105 

gae gag get gcc aat ggc ctg atg gcc gca tac ctg gcg caa gcc ggc 509 
Asp Glu Ala Ala Asn Gly Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly 

110 115 120 

ctg gee egt gte ttc ate ggc ate aac gae ctg gag aag gag ggc gee 557 
Leu Ala Arg Val Phe He Gly He Asn Asp Leu Glu Lys Glu Gly Ala 

125 130 135 

ttc gtg tac tct gae cac tec ccc atg egg ace ttc aac aag tgg cge 605 
Phe Val Tyr Ser Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg 
140 145 150 155 

age ggt gag ccc aac aat gcc tac gae gag gag gae tgc gtg gag atg 653 
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Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Mel 

160 165 170 

gtg gcc teg ggc ggc tgg aac gac gtg gcc tgccac acc acc atg tac 701 
Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr . 

175 180 185 

tic atg tgt gag ttt gac aag gag aac atg tgagcctcag gctggggctg 751 
Phe Met Cys Glu Phe Asp Lys Glu Asn Met 

190 195 
cccattgggg gccccacatg tccctgcagg gttggcaggg acagagccca gaccatggtg 811 
ccagccaggg agctgtccct ctgtgaaggg tggaggctca ctgagtagag ggctgttgtc 871 
taaactgaga aaatggccta tgcttaagag gaaaatgaaa gtgttcctgg ggtgctgtct 931 
ctgaagaagc agagtttcat tacctgtatt gtagccccaa tgtcattatg taattattac 991 
ccag 995 

<210> 6 
<211> 197 
<212> PRT 

<213> Homo Sapiens 
<220> . 

<223> Deduced Amino Acid Sequence of Novel Col lectin from Nucleotide 
Sequence set out in SEQ ID NO: 5. 

<400> 6 

Met Trp Trp Val Pro Pro-Ser Pro Tyr Gly Cys Leu Pro Cys Ala Leu 

1 5 10 15 

Pro Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn 

20 25 30 

Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys Ala He 

35 40 45 

Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu Lys Phe 

50 55 60 

He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys He Tyr 
65 70 75 80 

Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys 

85 90 95 . 

Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala Asn 

100 105 110 

Gly Leu Met -Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg Val Phe 
115 120 125 
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He Gly lie Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr Ser Asp 

130 135 140 

His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn 
145 150 155 160 

Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Met Val Ala Ser Gly Gly 

165 170 175 

Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu Phe 

180 185 190 ' 

Asp Lys Glu Asn Met 
195 

<210> 7 
<211> 1067 
<212> DNA 
<213> Homo Sapiens 

<220> 

<221>. CDS 

<222> (141)., (803) 

<400> 7 ■ 

cagaagtttt ggtgaaagtg gctttggccc tgactttgtg gtagcgtgtg tgggtttrtg 60 
agtggaacct tcagctttag gttggaaacg gtggctgtgg agagctggac ttttggctgt 120 
ggaggtcacg tccctgccca atg tgg tgg gtg cct ccg agt ccc tac ggt tgt 173 

Met Trp Trp Val Pro Pro Ser Pro Tyr Gly Cys 
1 5 10 

ctt ccc tgc gee ctg cca gga gac atg ggg gac aaa gga cag aaa ggc 221 
Leu Pro Cys Ala Leu Pro Gly Asp Met Gly Asp Lys Gly Gin Lys Gly 

15 20 25 

agt gtg ggt cgt cat gga aaa att ggt ccc att ggc tct aaa ggt gag 269 
Ser Val Gly Arg His Gly Lys He Gly Pro He Gly Ser Lys Gly Glu 

30 35 40 

aaa gga gat tec ggt gac ata gga ccc cct ggt cct aat gga gaa cca 317 
Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro 

45 50 55 

ggc etc cca tgt gag tge age cag ctg cgc aag gee ate ggg gag atg 365 
Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys Ala lie Gly Glu Met 
60 65 70 75 

gac aac cag gtc tct cag ctg acc age gag etc aag ttc ate aag aat 413 
Asp Asn Gln Var Ser Gin Leu Thr Ser Glu Leu Lys Phe He Lys Asn 
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80 85 90 

get gtc gcc ggt gig cgc gag acg gag age aag ate tae ctg etg gtg 461 
Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys lie Tyr Leu Leu Yal 

95 100 105 

aag gag gag aag cgc tac gcg gac gcc cag ctg tec tgc cag ggc cgc 509 
Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys Gin Gly Arg 

no 115 120 

ggg gge acg ctg age atg ccc aag gac gag get gcc aat ggc ctg atg 557 
Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala Asn Gly, Leu Met 

125 130 135 

gcc gca tac ctg gcg caa gcc ggc ctg gcc cgt gtc ttc ate ggc ate 605 
Ala Ala Tyr Leu AU' Glh Ala Gly Leu Ala Arg Yal Phe He Gly lie 
140 145 150 155 

aac gac ctg gag aag gag ggc gcc ttc gtg tac tct gac cac tec ccc 653 
Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr Ser Asp His Ser Pro 

160 • 165 170 

atg egg acc ttc aac aag tgg cgc age ggt gag ccc aac aat gcc tac 701 
Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr 

175 180 185 

gac gag gag gac tgc gtg, gag atg gtg gcc teg ggc ggc tgg aac gac 749 
Asp Glu Glu Asp Cys Ya'l Glu Met Val Ala Ser Gly Gly Trp Asn Asp 

190 195 200 

gtg gcc tgc cac acc acc atg tac ttc atg tgt gag ttt gac aag gag 797 
Yal Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu 

205 .210 215 

aac atg tgagcctcag gctggggctg cccattgggg gccccacatg tccctgcagg 853 
Asn Met 
220 

gttggcaggg acagagccca gaccatggtg ccagccaggg agctgtccct ctgtgaaggg 913 
Iggaggctca ctgagtagag ggclgttgtc taaactgaga aaatggccta Igcttaagag 973 
gaaaatgaaa gtgttcctgg ggtgctgtct ctgaagaagc agagtttcat tacctgtatt 1033 
gtagccccaa tgtcattatg taaltattac ccag 1067 

<210> 8 
<211> 221 
<212> PRT 

<213> Homo Sapiens 



<220> 

<223> Deduced Amino Acid Sequence of Novel Coliectin from Nucleotide 
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Sequence set out in SEQ ID N0:7. 
<400> 8 

Met Trp Trp Val Pro Pro; Ser Pro Tyr Gly Cys Leu Pro Cys Ala Leu 

1 5 10 15 

Pro Gly Asp Met Gly Asp Lys Gly Gin Lys Gly Ser Val Gly Arg His 

20 25 • 30 

Gly Lys He Gly Pro He Gly Ser Lys Gly Glu Lys Gly Asp Ser Gly 

35 40 45 

Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro Cys Glu 

50 55 60 

Cys Ser Gin Leu Arg Lys Ala He Gly Glu Met Asp Asn Gin Val Ser 
65 70 75 80 

Gin Leu Thr Ser Glu Leu Lys Phe He Lys Asn Ala Val Ala Gly Val 

85 90 95 

Arg Glu Thr Glu Ser Lys He Tyr Leu Leu Val Lys Glu Glu Lys Arg 

100 105 HO 

Tyr Ala Asp Ala Gin Leu Ser Cys Gin Gly Arg Gly Gly Thr Leu Ser 

115 120 . 125 

Met Pro Lys Asp Glu Ala, Ala Asn Gly Leu Met Ala Ala Tyr Leu Ala 

130 .m 140 

Gin Ala Gly Leu Ala Arg Val Phe He Gly He Asn Asp Leu Glu Ly& 
145 150 155 160 

Glu Gly Ala Phe Val Tyr Ser Asp. His Ser Pro Met Arg Thr Phe Asn 

165 « 170 175 

Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys 

180 185 190 

Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His Thr 

195 200 205 

Thr Met tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Met 
210 215 220 

<210> 9 
<211> 1067 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 
--<222>-(-141)-:-(803) 
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<400> 9 

cagaagtttt ggtgaaagtg gctttggccc tgactttgtg gtagcgtgtg tgggtttgtg 60 
agtggaacct tcagctttag gttggaaacg gtggctgtgg agagctggac ttttggctgt 120 
ggaggtcacg tccctgccca atg tgg tgg gtg cct ccg agt ccc tac ggt tgt 173 

Met Trp Trp Val Pro Pro Ser Pro Tyr Gly Cys 
1 .5 10 

ctt ccc tgc gcc ctg cca ggg gat gcg gga gag aag gga gac aaa ggc 221 
Leu Pro Cys Ala Leu Pro Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly 

15 20 25 

gcc ccc gga egg cct gga aga gtc ggc ccc acg gga gaa aaa ggt gag 269 
Ala Pro Gly Arg Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Glu 

30 35 40 

aaa gga gat tec ggt gac ata gga ccc cct ggt cct aat gga gaa cca 317 
Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro 

45 50 55 

ggc etc cca tgt gag tgc age cag ctg egc aag gcc ate ggg gag atg 365 
Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys Ala He Gly Glu Met 
60 65 70 75 , 

gac aac cag gtc tet cag ctg ace age gag etc aag ttc ate aag aat 413 
Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu Lys Phe He Lys Asn 
80 85 90 ^ 

get gtc gcc ggt gtg cge gag acg gag age aag ate tac ctg ctg gtg 461 
Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys He Tyr Leu Leu Val 

95 100 105 

aag gag gag aag egc tac gcg gac gee cag ctg tec tgc cag ggc cge 509 
Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys Gin Gly Arg 

HO 115 120 

ggg ggc acg ctg age atg ccc aag gac gag get gee aat ggc ctg atg 557 
Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala Asn Gly Leu Met 

125 130 135 

gcc gea tac ctg gcg caa gcc ggc ctg gcc cgt gtc ttc ate ggc ate 605 
Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg Val Phe He Gly He 
140 145 150 155 

aac gac ctg gag aag gag ggc gcc ttc gtg tac tct gac cac tec ccc 653 
Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr Ser Asp His Ser Pro 

160 165 170 

atg egg acc ttc aac aag tgg cge age ggt gag eec aac aat gee tac 701 
Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr 
175 180 185 
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gac gag gag gac tgc gtg gag atg gtg gcc teg ggc ggc tgg aac gac 749 
Asp Glu Glu Asp Cys Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp 

190 195 ,200 

gtg gcc tgc cac acc acc atg tac ttc atg tgt gag ttt gac aag gag , 797 
Val Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu 

205 210 215 

aac atg tgagcctcag gctggggctg cecal tgggg gceecacatg tecctgcagg 853 
Asn Met 
220 

gttggcaggg aeagagccca gaccatggtg ccagecaggg agetgtccct ctgtgaaggg .913 
tggaggctca ctgagtagag ggctgttgtc taaactgaga aaatggeeta tgcttaagag 973 
gaaaatgaaa gtgttcctgg ggtgctgtct ctgaagaagc agagtttcat tacctgtatt 1033 
gtagccccaa tgtcattatg taattattae ccag 1067 

<210> 10 
<211> 221 
<212> PRT 
<213> Homo Sapiens 

<Z20> 

<223> Deduced Amino Acid Sequence of Novel Collectin from Nucleotide 
Sequence set out in SEQ ID N0:9. 



<400> 


10 


























Met Trp 


Trp 


Val 


Pro Pro- Ser 


Pro 


Tyr 


Gly 


Cys 


Leu 


Pro 


Cys 


Ala 


Leu 


1 






5 








10 










15 




Pro Gly 


Asp 


Ala 


Gly Glu 


Lys 


Gly 


Asp 


Lys 


Gly 


Ala 


Pro 


Gly 


Arg 


Pro 






20 








25 










30 






Gly Arg 


Val 


Gly 


Pro Thr 


Gly 


Glu 


Lys 


Gly 


Glu 


Lys 


Gly 


Asp 


Ser 


Gly 




35 








40 










45 








Asp He 


Gly 


Pro 


Pro Gly 


Pro 


Asn 


Gly 


Glu 


Pro 


Gly 


Leu 


Pro 


Cys 


Glu 


50 








55 










60 










Cys Ser 


Gin 


Leu 


Arg Lys 


Ala 


lie 


Gly 


Glu 


Met 


Asp 


Asn 


Gin 


Val 


Ser 


65 






70 










75 










80 


Gin Leu 


Thr 


Ser 


Glu Leu 


Lys 


Phe 


He 


Lys 


Asn 


Ala 


Val 


Ala 


Gly 


Val 








85 








90 










95 




Arg Glu 


Thr 


Glu 


Ser Lys 


lie 


Tyr 


Leu 


Leu 


Val 


Lys 


Glu 


Glu 


Lys 


Arg 






100 








105 










110 






Tyr Ala 


Asp 


Ala 


Gin Leu 


Ser 


Cys 


Gin 


Gly 


Arg 


Gly 


Gly 


Thr 


Leu 


Ser 




115 








120 










125 
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Met Pro Lys Asp Glu Ala Ala Asn Gly Leu Mel Ala Ala Tyr Leu Ala 

130 135 140 

Gin Ala Gly Leu Ala Arg Val Phe lie Gly He Asn Asp Leu Glu Lys " 
145 150 155 160 

Glu Gly Ala Phe Val Tyr Ser Asp His Ser Pro Mel Arg Thr Phe Asn 

165 170 175 

Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys 

180 185 190 ■ • 

Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His Thr 

195 200 205 

Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Met 
210 215 220 

<210> 11 

<211> 45 

<212> PRT 

<213> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of a collagen-like domain of mutated N 
ovel Collectin. 

<400> 11 

Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly Arg Pro Gly 

1 5 10 15 

Arg Val Gly Pro Thr Gly Glu Lys Gly Glu Lys Gly Asp Ser Gly Asp 

20 25 30 

lie Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro 
35 40 45 

<2]0> 12 
<211> 1522 
<212> DNA 
<213> Mus musculus 

<220> 

<221> CDS 

<222> (157).. (969) 



<400> 



12 
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cagcccagcg aatctctctg agctggactg cagctggtct ctgtaaataa cagccatgag 60 
gctccttgga gcagtgtctc tgccagccgg tgactgtcag gacagctcct tcgcctagtg 120 
tgcatccagg agtctagtgt cctgcctgca ctcatg atg atg agg gac ctg get ' 174 

Met Met Arg Asp Leu Ala , 
1 5 

ctt gca ggc atg ctg att age ctg get ttc ctg tec ctg ctg cca tct 222 
Leu Ala Gly Met Leu He Ser Leu Ala Phe Leu Ser Leu Leu Pro Ser 

10 15 20 

gga tgt cct cag cag acc aea gag gac gee tgc tet gtg eag att ctt 270 
Gly Cys Pro Gin Gin Thr Thr GIu Asp Ala Cys Ser Yal Gin He Leu 

25 30 . 35 

gte ccc ggc etc aaa ggg gat gca gga gaa aag gga gac aaa gga gee 318 
Val Pro Gly Leu Lys Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala 

40 45 50 

cca gga egg cca gga aga gte ggc ect aea gga gaa aaa gga gac atg 366 
Pro Gly Arg Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Asp Met 
55 '60 65 70 

ggg gac aaa gga cag aaa ggc act gtg ggc cge cat gga aaa att ggt 414 
Gly Asp Lys Gly Gin Lys Gly Thr Val Gly Arg His Gly Lys lie Gly 

75 \ 80 85 

ccc att ggc gca aaa ggt gaa aaa gga gat tct ggt gat ate gga ccc 462 
Pro He Gly Ala Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pr\) 

90 95 100 

cct ggc ccc agt gga gaa cct ggt, att cca tgt gag tgc agt cag ctg 510 
Pro Gly Pro Ser Gly Glu Pro Gly He Pro Cys Glu Cys Ser Gin Leu 

105 110 115 

agg aag get att ggg gag atg gac aac cag gte act caa ctg aea act 558 
Arg Lys Ala He Gly Glu Met Asp Asn Gin Val Thr Gin Leu Thr Thr 

120 125 130 

gag eta aaa ttc ata aaa aat get gtt get ggc gtg cge gag act gag 606 
Glu Leu Lys Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu 
135 140 145 150 

age aag ate tae ctg ctg gtg aag gag gag aag egg tac gca gat gee 654 
Ser Lys lie Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala 

155 160 165 

cag ctg tec tgc caa gee cga ggc ggc aca ctg age atg ccc aaa gae 702 
Gin Leu Ser Cys Gin Ala Arg Gly Gly Thr Leu Ser Met Pro Lys Asp 

170 175 180 

gag gca gee aat ggc clg atg get tea tac ctg gca cag get ggc ctg 750 
Glu Ala Ala Asn Gly Leu Met Ala Ser Tyr Leu Ala Gin Ala Gly Leu. 
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185 190 195 

gcc cga gtc ttc ate ggt ate aat gac etg gag aaa gaa ggt get ttc 798 
Ala Arg Val Phe He Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe 

200 205 210 

gtg tac teg gac cgc tee eec atg cag acc ttc aac aag tgg ego agt 846 
Val Tyr Ser Asp Arg Ser Pro Met Gin Thr Phe Asn Lys Trp Arg Ser 
215 220 225 230 

gga gag ccc aac aac gcc tat gat gag gag gac tgt gtg gag atg gtg 89'4 
Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu, Met Val 

235 240 245 

gcc tea ggt ggc tgg aat gat gtg gcc tgc cac att ace atg tac ttc 942 
Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His lie Thr Met Tyr Phe 

250 255 260 

atg tgc gag ttt gac aaa gag aac ttg tgagagccga caggggagat 989 
Met Cys Glu Phe Asp Lys Glu Asn Leu 

265 270 
ggccatctga acgccaectt ttatagacac cagcggccac aaactaacce tgagcaccag 1049 
tcgccatgtc tgcgggttcc tctctgcatg gaagtgccgg gcctcattga cagttggaag 1109 
ggctgtttga accgtaggag gggagaaace ttgcttccgg ggctgttbtg aataggtggc 1169 
gtattatcac ctttgtcaga cgttcattat ggctaaccac tcggaaggat gctgtgaage 1229 
tcttgtcttg gtccagcata gtaaattttg cagcagtcat caaactggct ataggggcag 1289 
gagttgccgc ccaccctata aagtacacag agtgcccagg tggtgaccaa tgtttctata 1349 
ggttatgcta tcacatagat tcctttcact attatccggg taggaagact gctgetctgc 1409 
ttcacatcca tatttcagga aaacaaataa atcctctgat ttctgctaaa aaaaaaaaaa 1469 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 1522 

<210> 13 
<211> 271 

<212> PRT . 
<213> Mus musculus 

<220> 

<223> Deduced Amino Acid Sequence of Novel Collectin from Nucleotide 
Sequence set out in SEQ ID N0:12. 

<400> 13 

Met Mel Arg Asp Leu Ala Leu Ala Gly Met Leu He Ser Leu Ala Phe 

1 5 10 15 

Leu Ser Leu Leu Pro Ser Gly Cys Pro Gin Gin Thr Thr Glu Asp Ala 
20 25 30 
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Cys Ser Val GId He Leu Val Pro Gly Leu Lys Gly Asp Ala Gly Glu 

35 40 45 

Lys Gly Asp Lys Gly Ala Pro Gly Arg Pro Gly Arg Val Gly Pro Thr 

50 55 60 

Gly Glu Lys Gly Asp Met Gly Asp Lys Gly Gin Lys Gly Thr Val Gly 
65 70 75 80 

Arg His Gly Lys He Gly Pro He Gly Ala Lys Gly Glu Lys Gly Asp 

85 90 95 

Ser Gly Asp He Gly Pro Pro Gly Pro Ser Gly Glu Pro Gly I,le Pro 

100 105 110 

Cys Glu Cys Ser Gin Leu Arg Lys Ala He Gly Glu Met Asp Asn Gin 

n5 120 125 

Val Thr Gin Leu Thr Thr Glu Leu Lys Phe He Lys Asn Ala Val Ala 

130 135 140 

Gly Val Arg Glu Thr Glu Ser Lys He Tyr Leu Leu Val Lys Glu Glu 
145 150 155 160 

Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys Gin Ala Arg Gly Gly Thr 

165 170 175 

Leu Ser Met Pro Lys Asp Glu Ala Ala Asn Gly Leu. Met Ala Ser Tyr 

180 185 190 

Leu Ala Gin Ala Gly Leu' Ala Arg Val Phe He Gly He Asn Asp Leu 

195 . . 200 205 

Glu Lys Glu Gly Ala Phe Val Tyr Ser Asp Arg Ser Pro Met Gin Thr 

210 215 220 

Phe Asn Lys Trp Arg Ser €ly Glu Pro Asn Asn Ala Tyr Asp Glu Glu 
225 230 235 240 

Asp Cys Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys 

245 250 255 

His He Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Leu 
260 265 270 

<210> 14 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> Known CRD amino acid sequence of reported CL-Ll which was employed 
for searching EST data base. 
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<400> 14 

Cys Asp Cys Gly Arg Tyr Arg Lys Phe Val Gly Gin Leu Asp lie Ser 

1 5 10 15 

He Ala Arg Leu Lys Thr Ser Met Lys Phe Val Lys. Asn Val lie Ala 

20 25 30 ' 

Gly He Arg Glu Thr Glu Glu Lys Phe Tyr Tyr He Val Gin Glu Glu 

■■ 35 40 45 

Lys Asn Tyr Arg Glu Ser Leu Thr His Cys Arg He Arg Gly Gly Met 

50 55 60 

Leu Ala Met Pro Lys Asp Glu Ala Ala Asn Thr Leu He Ala Asp Tyr 
65 70 75 80 

Val Ala Lys Ser Gly Phe Phe Arg Val Phe He Gly Val Asn Asp Leu 

85 90 95 

Glu Arg Glu Gly Gin Tyr Met Phe Thr Asp Asn Thr Pro Leu Gin Asn 

100 105 110 

Tyr Ser Asn Trp Asn Glu Gly Glu Pro Ser Asp Pro Tyr Gly His Glu 

115 120 125 

Asp Cys Val Glu Met Leu Ser Ser Gly Arg Trp Asn Asp Thr Glu Cys 

130 135 140, 

His Leu Thr Met Tyr Phe Val Cys Glu Phe He Lys Lys Lys Lys 
145 ISO,' 155 

<210> 15 
<211> 619 

<212> DNA . 
<213> Artificial Sequence 

<220> 

<223> Consensus nucleotide sequence of novel coHectin derived from seve 
ral nucleotide sequences obtained from EST data base. 



<400> 15 

ttctcagatg attcctglgc atggcgaagt ttggaaactc tgagtgttgc ttttgagatc 60 

agacatacag tgctatccat tggtgccctc gtggaggatg gaacttact.t gttgactNNt 120 

gccacaccac catgtacttc atgtgtgagt ttgacaagga gaacatgtga ccctcaggct 180 

ggggctgccc attgggggcc ccacatgtcc ctgcagggtt ggcagggaca gagcccagac 240 

catggtgcca gccagggagc tgtccclctg Igaaggglgg aggctcactg agtagagggc 300 

tgttgtctaa actgagaaaa tggcctatgc ttaagaggaa aatgaaagtg ttcctggggt 360 

gctgtctctg aagaagcaga gtttcattac clgtattgta gccccaatgtcattatgtaa 420 

ttattaccca gaattgctct tccata-aagc ttgtgccttt gtccaagcta tacaataaaa 480 
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tctttaagta gtgcagtagt taagtccaaa aagtggcaat ggggtcttga aaaaaaaaaa 540 
aaaaatttat aaaaaaaaaa gaactcactt tgaccaacac ttctgtaaat tacattacaa , 600 
tataggttcc ttcacacta 619 

<210> 16 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic priier CAPl for cloning 5' -upstream region of novel coll 
ectin. 

<4G0> 16 

agattttatt gtatagcttg g 21 

<210> 17 
<211>,21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer CAP2 for cloning 5' -upstream region of novel coll 
ectin. 

<400> 17 

ctgggtaata attacataat g 21 

<210> 18 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer ATripIEx-Fl for cloning 5' -upstream region of no 
vel collectin. 



<400> 18 

aagctccgag atctggacga g 



21 
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<210> 19 

<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer ATriplEx-F2 for cloning 5' -upstream region of no 
vel collectin. 

<400> 19 

ctcgggaagc gcgccattgt g 21 

<210> 20 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic M13 Universal primer for sequencing novel collectin. 
<400> 20 

cgacgttgta aaacgacggc cagt \ 24 

<210> 21 

<211> 17 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic M13 Reverse primer for sequencing novel collectin. 

<400> 21 17 
caggaaacag ctatgac 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Synthetic primer CAPS for further cloning of 5' -upstream region of 
novel collectin. 



<210> 23 

<211> 21 . . 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer CAP4 for further cloning of 5' -upstream region of 
novel collectin. 



<21.0> 24 

<211> 21 • ' 

<212> DNA 

<213> Artificial Sequence », 
<220> 

<223> Synthetic primer 1RC2 for further cloning of 5' -upstream region of 
novel collectin. 

<400> 24 

caaggtacgc cacagcgtat g 21 

<210> 25 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer 2RC2 for further cloning of 5'-upstream region of 
novel collectin. 



<400> 22 

ggtcctatgt caccggaatc 



20 



<400> 23 

ttccatgacg acccacactg c 



21 



<400> 25 
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gtacgccaca gcgtatgatg c 



21 



<210> 26 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer RTFl for RT-PCR to determine tissue distribution 
of novel collectin. 



<210> 27 

<211> 21 . 

<212> DNA ' 

<213> Artificial Sequence 

<220> 

<223> Synthetic primer RTRl. for RT-PCR to determine tissue distribution 
of novel collectin. \ 



<210> 28 
<2II> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic )9-actin sense primer for RT-PCR to determine control le 
vel. 



<400> 26 

agattccggt gacataggac c 



21 



<400> 27 



tggtctgggc tctgtccctg c^ 



21 



<400> 28 

caagagatgg ccacggctgc t 



21 



<210> 29 
<211> 21 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic /3-actin anti-sense primer for RT-PCR to determine contr 
ol level. 

<400> 29 ' 
tccttctgca tcctgtcggc a 21 

<210> 30 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer RTF2 for amplification of CL-L2-1. 
<400> 30 

atgaggggga atctggccct ggtg '24 

<210> 31 » 

<211> 23 

<212>DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer RTR2 for amplification of CL-L2-1. 
<400> 31 

catgttctcc ttgtcaaact cac 23 

<210> 32 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic primer RTFS for amplification of CL-L2-2. 
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<400> 32 

atgtggtggg tgcctccgag tc 22 

<210> 33 
<211> 41 
<212> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Synthetic primer CL-L2-1F for amplification of CL-L2-1. 
<400> 33 

gggaagcttc gatcaggatg agggggaatc tggccctggt g 41 

<210> 34 
<211> 32 
<212> DNA 

<213> Artificial Sequence 

<220> ' 
<223> Synthetic primer CL-L2-1R for amplification of CL-L2-1. 

<400> 34 

gggctcgagc atgttctcct tgtcaaactc ac 32 

<210> 35 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic primer CL-L2-2F for amplification of CL-L2-2. 
<400> 35 

gggaagcttc cagcacaatg tggtgggtgc ctccgagtccctggtg 46 

<210> 36 
<211> 1197 
<212> DNA 
<2]3> Homo Sapiens 
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<220> 

<221> CDS 

<222> (265).. (933) 

<400> 36 

cgcggccgcg tcgacggacg gtggacgcag cgcagacagg aagctccccg agataacgct 60 
gcggccgggc ggcctgattt gctgggclgt ctgatggccc gggccgaggc ttclccctgc 120 
gcctgggact gcggccgcct ctctaaatag cagccatgag gcgcctgggg gcagtgtcct 180 
cgcggccgcg tcgaccgacg gccgcagtcg acgccccgtt cgcctagcgc gtgctcagga ,240 
gttgglgtcc tgcctgcgct cagg atg agg ggg aat ctg gcc ctg gtg ggc 291 

Met Arg Gly Asn Leu Ala Leu Val Gly 
1 5 

gtt eta ate age ctg gcC' tte ctg tea ctg ctg cca tct gga cat cet 339 
Val Leu lie Ser Leu Ala Phe Leu Ser Leu Leu Pro Ser Gly His Pro 
10 15 20 25 

cag ccg get ggc' gat gac gcc tgc tct gtg cag ate etc gtc cct ggc 387 
Gin Pro Ala Gly Asp Asp Ala Cys Ser Val Gin He Leu Val Pro Gly 

30 35 40 

etc aaa ggt gag aaa gga, gat tec ggt gac ata gga cec cct ggt cct 435 
Leu Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro 

45 50 55 

aat gga gaa cca ggc etc cca tgt gag tgc age cag ctg cgc aag gee 483 
Asn Gly Glu Pro Gly Leu Pro Cys, Glu Cys Ser Gin Leu Arg Lys Ala 
60 ,65 70 . 

ate ggg gag atg gac aac cag gtc tct cag ctg acc age gag etc aag 531 
lie Gly Glu. Met Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu Lys 

75 80 85 

ttc ate aag aat get gtc gcc ggt gtg cgc gag aeg gag age aag ale 579 
Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys He 
90 95 100 105 

tac ctg ctg gtg aag gag gag aag cgc tac gcg gac gee cag ctg tec 627 
Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu Ser 

HO 115 120 

tgc cag ggc cgc ggg ggc aeg ctg age atg cec aag gac gag get gee 675 
Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala Ala 

125 130 135 

aat ggc ctg atg gcc gca tac ctg gcg caa gcc ggc ctg gcc cgt gtc 723 
Asn Gly Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg Val 
140 145 150 
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ttc ate ggc ate aae gac etg gag aag gag gge gee tte gtg tac tet 771 
Phe He Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr Ser 

155 160 165 

gae eae tec cec atg egg aec tte aae aag tgg ege age ggt gag ecc 819 
Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu Pro 
170 175 180 185 

aac aat gee tac gae gag gag gac tgc gtg gag atg gtg gcc teg ggc 867 
Asn Asn Ala Tyr Asp Glu Glu Asp Cys Yal Glu Met Val Ala Ser. Gly 

190 195 ,200 

gge tgg aac gac gtg gcc tgc cac acc aec atg tac ttc atg tgt gag 915 
Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr Phe Met Cys Glu 

205 210 215 

ttt gac aag gag aac atg tgagcctcag gctggggctg cecal tgggg 963 
Phe Asp Lys Glu Asn Met 
220 

geeccacatg tcectgeagg gttggcaggg acagagceca gaccatggtg ecagceaggg 1023 
agctgtccct ctgtgaaggg tggaggctca etgagtagag ggctgttgtc taaactgaga 1083 
aaatggccta tgcttaagag gaaaatgaaa glgttcctgg ggtgctgtct etgaagaagc 1143 
agagttteat tacctgtatt gtagccecaa tgtcattatg taattattae ecag 1197 

<210> 37 
<211> 223 
<212> PRT 
<213> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of Novel Colleetin variant from Nueleo 
tide Sequence set out in SEQ ID NO: 36. 

<400> 37 

Met Arg Gly Asn Leu Ala Leu Val Gly Yal Leu lie Ser Leu Ala Phe 

1 5 10 15 

Leu Ser Leu Leu Pro Ser Gly His Pro Gin Pro Ala Gly Asp Asp Ala 

20 25 30 

Cys Ser Yal Gin He Leu Val Pro Gly Leu Lys Gly Glu Lys Gly Asp 

35 40 45 

Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro 

50 55 60 

Cys Glu Cys Ser Gin Leu Arg Lys Ala He Gly Glu Met Asp Asn Gin 
65 - 70 75 80 
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Val 


Ser Gin Leu 


Thr Ser Glu 


leu Lvs Php Tip Tv^ A^n 

j^vu ujo 1 lie lie LijO AoU 


AIa V»1 

Ala Yal 


Ala 
nl d 






uu 


Qn 






Gly 


Val Are Gin 


Thr filn ^pr 

X Ui UIU JCi 


T VQ Tip Tvr T Pii T pii 1 
Lyo lie lyi LtU LcU val 


T VC P 1 11 
LYo uiU 


PI 11 
uiU 




inn 




1 Uu 


1 1 n 
1 lU 




Lvs 


Arff Tvr Al 9 


Acn Ala f^ln 
nop Ala 17 lU 


Ton QpT P\ro Pin Pltr Arrr 

LcU ozl l/yS ulD uly Axg 


P Nf PKr 

uly biy 


lor 




1 lf5 










Leu 


Ser Met Pro 

k/wl lubl iiU 


Tvc Acn r^lii 
Lyb nop ulu 


AIq Alo Acn'Plvr T oil Ua 4 

y\ia Aia ASD uiy LcU Mei 


A 1 n A 1 A 

Ala Ala 


Tyr 




i^n 


1 

lou 


140 






T P11 


Ala nin Al Q 
ni a uiii Ala 


P 1 tr T ail A 1 n 

biy Leu Ala 


Ar^fr Vnl DUm Tl>-. 

Arg val rne He Gly lie 


Asn Asp 


Leu 


i *ru 






155 




160 


\Jl U 


Lyo ulu uiy 


Aia roe vai 


lyr ber Asp His Ser Pro 


If _ A A ^ 

Met Arg 


Thr 






lob ' 


170 


175 




Php 


Aon T ^rc 'Tf**^ 

nsn Lys irp 


Arg ber biy 


Glu Pro Asn Asn Ala Tyr 


Asp Glu 


Glu 




180 




185 


190 




Asp 


Cys Yal Glu 


Met Val Ala 


Ser Gly Gly Trp Asn Asp 


Val Ala 


Cys 




195 




200 205 






His 


Thr Thr Met 


tyr Phe Met 


Cys Glu Phe Asp Lys Glu 


Asn Met 






210 


215 


220 







<210> 38 
<211> 1269 
<212> DNA 
<213> Homo Sapiens 



<220> 
<221> CDS 

<222> (265).. (1005) 
<400> 38 

cgcggccgcg tcgacggacg gtggacgcag cgcagacagg aagctccccg agataacgct 60 
gcggccgggc ggcctgattt gctgggctgt clgatggccc gggccgaggc ttctccctgc 120 
gcctgggact gcggccgcct ctctaaatag cagccatgag gcgcctgggg gcagtgtcct 180 
cgcggccgcg tcgaccgacg gccgcagtcg acgccccgtt cgcctagcgc gtgctcagga 240 
gttggtgtcc tgcctgcgct cagg atg agg ggg aat ctg gcc ctg gtg ggc 291 

Met Arg Gly Asn Leu Ala Leu Val Gly 
1 5 

gtt eta ate age ctg gcc ttc ctg tea ctg ctg cca tct gga cat cct 339 
Yal Leu He Ser Leu Ala Phe Leu Ser Leu Leu Pro Ser Gly His Pro 
10 15 20 25 

cag ccg get ggc gat gac gee tgc tet gtg cag ate etc gte cct ggc 387 
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GlD Pro Ala Gly 



etc aaa 
Leu Lys 

cat gga 
His Gly 

ggt gac 
Gly Asp 
75 

gag tgc 
Glu Cys 
90 

tct cag 
Ser Gin 

gtg cgc 
Val Arg 

cgc tac 
Arg Tyr 

age a(g 
Ser Met 
155 
gcg caa 
Ala GlD 
170 

aag gag 
Lys Glu 



gga gae 
Gly Asp 
45 

aaa att 
Lys He 
60 

at a gga 
He Gly 

age cag 
Ser Gin 

ctg ace 
Leu Thr 

gag acg 
Glu Thr 
125 
gcg gac 
Ala Asp 
140 

ccc aag 
Pro Lys 

gcc ggc 
Ala Gly 

ggc gcc 
Gly Ala 



Asp Asp Ala Cys 
30 

atg ggg gac aaa 
Met Gly Asp Lys 



aac aag tgg cgc 
Asn Lys Trp Arg 
205 

tgc gtg gag atg 
Cys Yal Glu Met 
220 

ace acc atg tac 
Thr Thr Met Tyr 



ggt ccc 
Gly Pro 

ccc ect 
Pro Pro 

ctg cgc 
Leu Arg 
95 

age gag 
Ser Glu 
110 

gag age 
Glu Ser 

gcc cag 
Ala Gin 

gac gag 
Asp Glu 

ctg gee 
Leu Ala 
175 
ttc gtg 
Phe Val 
190 

age ggt 
Ser Gly 



att ggc 
He Gly 
65 

ggt cet 
Gly Pro 
80 

aag gee 
Lys Ala 

etc aag 
Leu Lys 

aag ate 
Lys He 

ctg tee 
Leu Ser 
145 
get gcc 
Ala Ala 
160 

egt gtc 
Arg Val 

tac tct 
Tyr Ser 

gag ccc 
Glu Pro 



gtg gcc teg ggc 
Val Ala Ser Gly 
225 

ttc atg tgt gag 
Phe Met Cys Glu 



Ser Val 
35 

gga cag 
Gly Gin 
50 

tct aaa 
Ser Lys 

aat gga 
Asn Gly 

ate ggg 
He Gly 

ttc ate 
Phe He 
115 
tac ctg 
Tyr Leu 
130 

tgc cag 
Cys Gin 

aat ggc 
Asn Gly 

ttc ate 
Phe He 

gac cac 
Asp His 
195 
aac aat 
Asn Asn 
210 

ggc tgg 
Gly Trp 

ttt gac 
Phe Asp 



Gin He Leu Val 



aaa ggc 
Lys Gly 

ggt gag 
Gly Glu 

gaa cca 
Glu Pro 
85 

gag atg 
Glu Met 
100 

aag aat 
Lys Asn 

ctg gtg 
Leu Val 

ggc cgc 
Gly Arg 

ctg atg 
Leu Met 
165 
ggc ate 
Gly He 
180 

tee ccc 
Ser Pro 

gcc tac 
Ala Tyr 

aac gac 
Asn Asp 

aag gag 
Lys Glu 



agt gtg 
Ser Val 
55 

aaa gga 
Lys Gly 
70 
ggc etc 
Gly Leu 

gac aac 
Asp Asn 

get gtc 
Ala Val 

aag gag 
Lys Glu 
135 
ggg ggc 
Gly Gly 
150 

gee gea 
Ala Ala 

aac gac 
Asn Asp 

atg egg 
Met Arg 

gac gag 
Asp Glu 
215 
gtg gcc 
Val Ala 
230 

aac atg 
Asn Met 



Pro Gly 

40 
ggt egt 
Gly Arg 

gat tec 
Asp Ser 

cca tgt 
Pro Cys 

cag gtc 
Gin Val 
105 
gcc ggt 
Ala Gly 
120 

gag aag 
Glu Lys 

acg ctg 
Thr Leu> 

tac ctg 
Tyr Leu 

ctg gag 
Leu Glu 
185 
acc ttc 
Thr Phe 
200 

gag gac 
Glu Asp 

tgc cac 
Cys His 



435 



483 



531 



579 



627 



675 



723 



771 



819 



867 



915 



963 



1005 
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235 240 245 

tgagcctcag gctggggctg cccattgggg gccccacatg tccctgcagg gttggcaggg 1065 

acagagccca gaccatggtg ccagccaggg agctgtccct ctgtgaaggg tggaggctca ■ 1125 

ctgagtagag ggctgttgtc taaactgaga aaatggccta tgcttaagag gaaaatgaaa 1185 

gtgttcclgg ggtgctgtct ctgaagaagc agagtttcat tacctgtatt gtagccccaa 1245 

tgtcattatg taattattac ccag ' 1269 

<210> 39 

<211> 247 ' 
<212> PRT 

<213> Homo Sapiens . 
<220> 

<223> Deduced Amino Acid Sequence of Novel Collectin variant from Nucleo 
tide Sequence set out in SEQ ID NO:38. 

<400> 39 

Met Arg Gly Asn Leu Ala; Leu Val Gly Val Leu He Ser Leu Ala Phe 

1 5 10 15 

Leu Ser Leu Leu Pro Ser Gly His Pro Gin Pro Ala Gly Asp Asp Alav 

20 25 30 

Cys Ser Val Gin He Leu Val Pro Gly Leu Lys Gly Asp Met Gly Asp 

35 ^ 40 ' 45 

Lys Gly Gin Lys Gly Ser Val Gly Arg His Gly Lys lie Gly Pro He 

50 55 60 

Gly Ser Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly 
65 70 75 80 

Pro Asn Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys 

85 90 95 

Ala He Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu 

100 105 110 

Lys Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys 

115 120 125 

He Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu 

130 135 140 

Ser Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala 
145 150 155 160 

Ala Asn Gly-Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg 
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165 170 175 

Yal Phe lie Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr 

180 185 190 

Ser Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu 

195 200 205 

Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Met Val Ala Ser 

210 215 220 

Gly Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr Phe Met Cys 
225 230 235 240 

Glu Phe Asp Lys Glu Asn Met 
245 

<210> 40 
<2H> 1269 
<212> DNA 
<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (265).. (1005) • ' 

<400> 40 

cgcggccgcg tcgacggacg gtggacgcag cgcagacagg aagctccccg agataacgct 60 
gcggccgggc ggcctgattt gctgggctgt ctgatggccc gggccgaggc ttctccctgc 120 
gcctgggact gcggccgcct ctctaaatag cagccatgag gcgcctgggg gcagtgtcct 180 
cgcggccgcg tcgaccgacg gccgcagtcg acgccccgtt cgcctagcgc gtgctcagga 240 
gtlggtglcc tgcctgcgct cagg atg agg ggg aat ctg gcc ctg gtg ggc 291 

Met Arg Gly Asn Leu Ala Leu Val Gly 
1 5 

gtt eta ate age ctg gcc ttc ctg tea ctg ctg cca tct gga cat cot 339 
Val Leu He Ser Leu Ala Phe Leu Ser Leu Leu Pro Ser Gly His Pro 
10 15 20 25 

cag ccg get ggc gat gac gcc tgc let gtg cag ate etc gtc cct ggc 387 
Gin Pro Ala Gly Asp Asp Ala Cys Ser Val Gin lie Leu Val Pro Gly 

30 35 40 

etc aaa ggg gat gcg gga gag aag gga gac aaa ggc gcc ccc gga egg 435 
Leu Lys Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly Arg 

45 50 55 

cct gga aga gtc ggc ccc acg gga gaa aaa ggt gag aaa gga gat tec 483 
Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Glu Lys Gly Asp Ser 
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60 65 70 

ggt gac ata gga ccc cct ggt cct aat gga gaa cca ggc etc cca tgt 531 
Gly Asp lie Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro Cys ' 

75 80 85 

gag tgc age cag ctg ego aag gee ate ggg gag atg gac aac eag gtc 579 
Glu Cys Ser GId Leu Arg Lys Ala He Gly Glu Met Asp Asn Gin Val 
90 95 100 105 

tct cag ctg ace age gag etc aag ttc ate aag aat get gtc gee ggt 627 
Ser Gin Leu Thr Ser Glu Leu Lys Phe He Lys Asn Ala Val Ala Gly 

110 115 120 

gig ege gag acg gag age aag ate tae ctg ctg gtg aag gag gag aag 675 
Val Arg Glu Thr Glu Ser Lys He Tyr Leu Leu Val Lys Glu Glu Lys 

125 130 135 

ege tae gcg gae gee eag etg tee tgc eag ggc ege ggg ggc acg ctg 723 
Arg Tyr Ala Asp Ala Gin Leu Ser Cys Gin Gly Arg Gly Gly Thr Leu 

140 145 150 

age atg cec aag gac gag get gee aat ggc etg atg gee gea tae ctg 771 
Ser Met Pro Lys Asp Glu Ala Ala Asn Gly Leu Met Ala Ala Tyr Leu 

155 160 165 ■ 

gcg caa gee ggc etg gee cgt gtc ttc ate ggc ate aac gae ctg gag ' 81*9 
Ala Gin Ala Gly Leu Ala Arg Val Phe He Gly He Asn Asp Leu Glu 
J70 175 180 185 

aag gag ggc gee ttc gtg tae tct gac cac tec ccc atg egg ace ttc 867 
Lys Glu Gly Ala Phe Val Tyr Ser Asp His Ser Pro Met Arg Thr Phe 

190 195 200 

aac aag tgg cgc age ggt gag ccc aac aat gee tae gae gag gag gac 915 
Asn Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu Asp 

205 210 215 

tgc gtg gag atg gtg gcc teg ggc ggc tgg aac gac gtg gee tgc cac 963 
Cys Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys His 

220 225 230 

ace acc atg tae ttc atg tgt gag ttt gac aag gag aac atg 1005 
Thr Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Met 

235 240 245 

tgageetcag gctggggctg eccattgggg gecccaeatg tcectgeagg gttggeaggg 1065 
acagagccca gaccatggtg ccagccaggg agctgteect ctgtgaaggg tggaggctea 1125 
ctgagtagag ggctgttgtc taaactgaga aaatggccta tgcttaagag gaaaatgaaa 1185 
gtgttcctgg ggtgctgtcl ctgaagaagc agagtttcal tacetgtatt gtagccccaa 1245 
tgteattatg taattaltae ccag 1269 
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<210> 41 

<211> 257 
<212> PRT 
<213> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of Novel Col lectin variant from Nucleo 
tide Sequence set out in SEQ ID N0:40. 

<400> 41 

. Met Arg Gly Asn Leu Ala Leu Val Gly Val Leu He Ser Leu Ala Phe 

Leu Ser Leu Leu Pro Ser Gly His Pro Gin Pro Ala Gly Asp Asp Ala 

20 ,25 30 

Cys Ser Val Gin He Leu Val Pro Gly Leu Lys Gly Asp Ala Gly Glu 

35 .40 45 

Lys Gly Asp Lys Gly Ala Pro Gly Arg Pro Gly Arg Val Gly Pro Thr 

50 55 60 

Gly Glu Lys Gly Glu Lys Gly Asp Ser Gly Asp He piy Pro Pro Gly 
65 70 75 80 

Pro Asn Gly Glu Pro Gly Leu Pro Cys Glu Cys Ser Gin Leu Arg Lys 
85 90 95 X 

Ala lie Gly Glu Met Asp Asn Gin Val Ser Gin Leu Thr Ser Glu Leu 

100 105 no 

Lys Phe He Lys Asn Ala Val Ala Gly Val Arg Glu Thr Glu Ser Lys 

115 . 120 125 

He Tyr Leu Leu Val Lys Glu Glu Lys Arg Tyr Ala Asp Ala Gin Leu 

130 135 140 

Ser Cys Gin Gly Arg Gly Gly Thr Leu Ser Met Pro Lys Asp Glu Ala 
145 150 155 160 

Ala Asn Gly Leu Met Ala Ala Tyr Leu Ala Gin Ala Gly Leu Ala Arg 

165 170 175 

Val Phe He Gly He Asn Asp Leu Glu Lys Glu Gly Ala Phe Val Tyr 

180 185 190 

Ser Asp His Ser Pro Met Arg Thr Phe Asn Lys Trp Arg Ser Gly Glu 

195 200 205 

Pro Asn Asn Ala Tyr Asp Glu Glu Asp Cys Val Glu Met Val Ala Ser 

210 215 220 

Gly Gly Trp Asn Asp Val Ala Cys His Thr Thr Met Tyr Phe Met Cys 
225 230 235 240 
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GIu Phe Asp Lys Glu Asn Met 
245 

<210> 42 

<211> 48 

<212> PRT 

<213> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of a collagen-like domain of mutated N 
ovel Col lectin. 

<400> 42 

Gly Leu Lys Gly Asp Met Gly Asp Lys Gly Gin Lys Gly Ser Val Gly 

1 5 10 15 

Arg His Gly Lys He Gly Pro He Gly Ser Lys Gly Glu Lys Gly Asp 

20 25 30 

Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro 
35 40 45 

<210> 43 

<211> 24 , 

<212> PRT 

<213> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of a collagen-like domain of mutated N 
ovel Collectin. 

<400> 43 

Gly Leu Lys Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly 

1 5 10 15 

Pro Asn Gly Glu Pro Gly Leu Pro 
20 

<210> 44 

<211> 48 

<212> PRT 

<213> Homo Sapiens 
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<220> 

<223> Deduced Amino Acid Sequence of a collagen-like domain of mutated N 
ovel Collectin. 

<400> 44 

Gly Leu Lys Giy Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly 

1 5 10' 15 

Arg Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Glu Lys Gly Asp 

20 25 30 

Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro 
35 40 45 



<210> 45 
<211> 813 

<212> DM , 
<213> Homo Sapiehs 

<400> 45 

atgaggggga atctggccct ggtgggcgtt ctaatcagcc tggccttcct gtcactgctg 60 

ccatctggac atcctcagcc ggctggcgat gacgcctgct ctgtgcagat cctcgtccct 120 

ggcctcaaag gggatgcggg agagaaggga gacaaaggcg cccccggacg gcctggaaga 180 

gtcggcccca cgggagaaaa aggagacatg ggggacaaag gacagaaagg cagtgtgggt 240 

cgtcatggaa aaattggtcc cattggctct aaaggtgaga aaggagattc cggtgacata 300 

ggaccccctg gtcctaatgg agaaccaggc ctcccatgtg agtgcagcca gctgcgcaag 360 

gccatcgggg agatggacaa ccaggtctct cagctgacca gcgagctcaa gttcatcaag 420 

aatgctgtcg ccggtgtgcg cgagacggag agcaagatct acctgctggt gaaggaggag 480 

aagcgctacg cggacgccca gctgtcctgc cagggccgcg ggggcacgct gagcatgccc 540 

aaggacgagg ctgccaatgg cctgatggcc gcatacctgg cgcaagccgg cctggcccgt 600 

gtcttcatcg gcatcaacga cctggagaag gagggcgcct Icgtgtactc tgaccactcc 660 

cccatgcgga ccttcaacaa gtggcgcagc ggtgagccca acaatgccta cgacgaggag 720 

gactgcgtgg agatggtggc ctcgggcggc tggaacgacg Iggcctgcca caccaccatg 780 

tacttcatgt gtgagtttga caaggagaac atg 813 

<210> 46 
<21]> 735 
<212> DNA 

<213> Homo Sapiens 



<400> 46 



wo 01/81401 



35/41 



PCT/JPOl/03468 



atgtggtggg tgcctccgag tccctacggt tgtcttccct gcgccctgtc aggggatgcg 60 

ggagagaagg gagacaaagg cgcccccgga cggcctggaa gagtcggccc cacgggagaa 120. 

aaaggagaca tgggggacaa aggacagaaa ggcagtgtgg gtcgtcatgg aaaaattggt " 180 

cccattggct ctaaaggtga gaaaggagat tccggtgaca taggaccccc tggtcctaat 240 

ggagaaccag gcctcccatg tgagtgcagc cagctgcgca aggccatcgg ggagatggac 300 

aaccaggtct ctcagclgac cagcgagctc aagttcatca agaatgctgt cgccggtgtg 360 

cgcgagacgg agagcaagat ctacctgctg glgaaggagg agaagcgcta cgcggacgcc 420 

cagclglcct gccagggccg cgggggcacg ctgagcatgc ccaaggacga ggctgccaat 480 

ggcctgatgg ccgcatacct ggcgcaagcc ggcctggccc gtgtcttcat cggcatcaac 540 

gacctggaga aggagggcgc cttcgtgtac tctgaccact cccccatgcg gaccttcaac 600 

aagtggcgca gcggtgagcc caacaatgcc tacgacgagg aggactgcgt. ggagatggtg 660 

gcctcgggcg gctggaacga cgtggcctgc cacaccacca tgtacttcat gtgtgagitt 720 

gacaaggaga acatg 735 

<210> 47 
<211> 159 
<212> PRT 

<213> Homo Sapiens 

<400> 47 . ■ 

Cys Glu Cys Ser Gin Leu Arg Lys Ala lie Gly Glu Met Asp Asn Gin 
1 5 10 15 X 

Val Ser Gin Leu Thr Ser Glu Leu Lys Phe He Lys Asn Ala Val Ala 

20 25 30 

Gly Val Arg Glu Thr Glu Ser Lys lie Tyr Leu Leu Val Lys Glu Glu 

35 40 45 

Lys Arg Tyr Ala Asp Ala Gin Leu Ser Cys Gin Gly Arg Gly Gly Thr 

50 55 60 

Leu Ser Met Pro Lys Asp Glu Ala Ala Asn Gly Leu Met Ala Ala Tyr 
65 70 75 80 

Leu Ala Gin Ala Gly Leu Ala Arg Val Phe lie Gly He Asn Asp Leu 

85 go 95 

Glu Lys Glu Gly Ala Phe Val Tyr Ser Asp His Ser Pro Met Arg Thr 

100 105 110 

Phe Asn Lys Trp Arg Ser Gly Glu Pro Asn Asn Ala Tyr Asp Glu Glu 

115 120 125 

Asp Cys Val Glu Met Val Ala Ser Gly Gly Trp Asn Asp Val Ala Cys 

130 135 140 

His Thr Thr Met Tyr Phe Met Cys Glu Phe Asp Lys Glu Asn Met 
145 150 155 
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<210> 48 

<211> 477 
<212> DNA 
<213> Homo Sapiens 

<400> 48 

tgtgagtgca gccagctgcg caaggccatc ggggagatgg acaaccaggt ctctcagctg 60 

accagcgagc tcaagtlcat caagaalgct gtcgccggtg tgcgcgagac ggagagcaag 120 

atctacctgc tggtgaagga ggagaagcgc tacgcggacg cccagctgtc ctgccagggc 180 

cgcgggggca cgctgagcat gcccaaggac gaggctgcca atggcctgat ggccgcatac 240 

ctggcgcaag ccggcctggc ccgtgtcttc atcggcatca acgacctgga gaaggagggc 300 

gccttcgtgt actctgacca ctcccccatg cggaccttca acaagtggcg cagcggtgag 360 

cccaacaatg cctacgacga ggaggactgc gtggagatgg tggcctcggg cggctggaac 420 

gacgtggcct gccacaccac catgtacttc atgtgtgagt ttgacaagga gaacatg 477 

<2I0> 49 
<211> 72 
<212> PRT 

<213> Homo Sapiens 

<400> 49 ^ 
Gly Leu Lys Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly 

1 5 10 15 

Arg Pro Gly Arg Val Gly Pro Thr Gly Glu Lys Gly Asp Met Gly Asp 

20 ' 25 30 

Lys Gly Gin Lys Gly Ser Val Gly Arg His Gly Lys He Gly Pro He 

35 40 45 

Gly Ser Lys Gly Glu Lys Gly Asp Ser Gly Asp lie Gly Pro Pro Gly 

50 55 60 

Pro Asn Gly Glu Pro Gly Leu Pro 
65 70 

<210> 50 
<211> 69 
<212> PRT 

<213> Homo Sapiens 
<400> 50 

Gly Asp Ala Gly Glu Lys Gly Asp Lys Gly Ala Pro Gly Arg Pro Gly 
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1 5 10 15 

Arg Val Gly Pro Thr Gly Glu Lys Gly Asp Met Gly Asp Lys Gly Gin 

20 25 30 

Lys Gly Ser Val Gly Arg His Gly Lys He Gly Pro. He Gly Ser Lys 

35 40 45 

Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly 

50 55 60 

Glu Pro Gly Leu Pro 
65 

<210> 51 

<211> 21 , 
<212> PRT 

<213> Homo Sapiens 
<400> 51 

Gly Glu Lys Gly Asp Ser Gly Asp He Gly Pro Pro Gly Pro Asn Gly 

1 5 10 15 

Glu Pro Gly Leu Pro 
20 

t 

<210> 52 , 
<211> 45 
<212> PRT 

<213> Homo Sapiens 
<400> 52 

Gly Asp Met Gly Asp Lys Gly Gin Lys Gly Ser Val Gly Arg His Gly 

1 5 10 15 

Lys He Gly Pro He Gly Ser Lys Gly Glu Lys Gly Asp Ser Gly Asp 

20 25 30 

He Gly Pro Pro Gly Pro Asn Gly Glu Pro Gly Leu Pro 
35 40 45 

<210> 53 
<211> 40 
<212> PRT 

<213> Homo Sapiens 
<400> 53 - 
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Met Arg Gly Asn Leu Ala Leu Val Gly Val Leu He Ser Leu Ala Phe 

1 5 10 15 

Leu Ser Leu Leu Pro Ser Gly His Pro Gin Pro Ala Gly Asp Asp Ala 

20 25 30 

Cys Ser Val Gin He Leu Val Pro 
35 40 

<210> 54 
<211> 17 
<2I2> PRT 
<213> Homo Sapiens 

<400> 54 

Met Trp Trp Val Pro Pro Ser Pro Tyr Gly Cys Leu Pro Cys Ala Leu 

1 5 10 15 

Pro 

<210> 55 
<211> 591 
<212> DNA 
<213> HoiDO Sapiens 

<400> 55 

atgtggtggg tgcctccgag tccctacggt tgtcttccct gcgccctgcc aggtgagaaa 
ggagattccg gtgacatagg accccctggt cctaatggag aaccaggcct cccatgtgag 
tgcagccagc tgcgcaaggc catcggggag atggacaacc aggtctctca gctgaccagc 
gagctcaagt tcatcaagaa tgctgtcgcc ggtgtgcgcg agacggagag caagatctac 
ctgclggtga aggaggagaa gcgctacgcg gacgcccagc tgtcctgcca gggccgcggg 
ggcacgctga gcatgcccaa ggacgaggct gccaatggcc tgatggccgc atacctggcg 
caagccggcc tggcccgtgt cttcatcggc atcaacgacc tggagaagga gggcgccttc 
gtgtactctg accactcccc catgcggacc ttcaacaagt ggcgcagcgg tgagcccaac 
aatgcctacg acgaggagga ctgcgtggag atggtggcct cgggcggctg gaacgacgtg 
gcctgccaca ccaccatgta cttcatgtgl gagtttgaca aggagaacat g 

<210> 56 
<211> 663 
<212> DNA 
<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
591 



<400> 56 
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atgtggtggg tgcctccgag tccctacggt tgtcttccct gcgccctgcc aggagacatg 60 

ggggacaaag gacagaaagg cagtgtgggt cgtcatggaa aaattggtcc cattggctct 120 
aaaggtgaga aaggagattc cggtgacata ggaccccctg gtcctaatgg agaaccaggc ' 180 

ctcccatgtg aglgcagcca gctgcgcaag gccatcgggg agatggacaa ccaggtctct 240 

cagctgacca gcgagclcaa gttcatcaag aatgctgtcg ccggtgtgcg cgagacggag 300 

agcaagatct acctgctggt gaaggaggag aagcgctacg cggacgccca gctgtcctgc 360 

cagggccgcg ggggcacgct gagcatgccc aaggacgagg ctgccaatgg cctgatggcc 420 

gcatacctgg cgcaagccgg cctggcccgt gtcttcatcg gcatcaacga cctggagaag 480 

gagggcgcct Icgtgtactc tgaccactcc cccatgcgga ccttcaacaa gtggcgcagc 540 

ggtgagccca acaatgccta cgacgaggag gactgcgtgg agatggtggc ct'cgggcggc 600 

tggaacgacg tggcctgcca caccaccatg tacttcatgt gtgagtttga caaggagaac 660 

atg 663 

<210> 57 
<21I> 663 

<212> DNA . 
<213> Homo Sapiens 

<400> 57 

atgtggtggg tgcctccgag tccctacggt tgtcttccct gcgccctgcc aggggatgcg 60 

ggagagaagg gagacaaagg cgcccccgga cggcctggaa gagtcggccc cacgggagaa 120 

aaaggtgaga aaggagattc cggtgacata ggaccccctg gtcctaatgg agaaccaggc 180 

ctcccatgtg agtgcagcca gctgcgcaag gccatcgggg agatggacaa ccaggtctct 240 

cagctgacca gcgagctcaa gttcatcaag aatgctgtcg ccggtgtgcg cgagacggag 300 

agcaagatct acctgctggt ga.aggaggag aagcgctacg cggacgccca gctgtcctgc 360 

cagggccgcg ggggcacgct gagcatgccc aaggacgagg ctgccaatgg cctgatggcc 420 

gcatacctgg cgcaagccgg cctggcccgt gtcttcatcg gcatcaacga cctggagaag 480 

gagggcgcct tcgtgtactc tgaccactcc cccatgcgga ccttcaacaa gtggcgcagc 540 

ggtgagccca acaatgccta cgacgaggag gactgcgtgg agatggtggc ctcgggcggc 600 

tggaacgacg tggcctgcca caccaccatg tacttcatgt gtgagtttga caaggagaac 660 

atg 663 

<210> 58 
<211> 813 
<212> DNA 

<213> Mus musculus 



<400> 58 

atgatgaggg acctggctct tgcaggcatg ctgattagcc tggctttcct gtccctgctg 
ccatctggat gtcctcagca gaccacagag gacgcctgct ctglgcagat tcttgtcccc 



60 
120 
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ggcctcaaag gggatgcagg agaaaaggga gacaaaggag ccccaggatg gccaggaaga 180 

gtcggcccta caggagaaaa aggagacatg ggggacaaag gacagaaagg cactgtgggc 240 

cgccatggaa aaattggtcc cattggcgca aaaggtgaaa aaggagattc tgglgatatc " 300 

ggaccccctg gccccagtgg agaacctggt attccatgtg agtgcagtca gctgaggaag 360 

gctattgggg agatggacaa ccaggtcact caactgacaa ctgagctaaa attcataaaa 420 

aatgctgttg ctggcgtgcg cgagactgag agcaagatct acctgctggt gaaggaggag 480 

aagcggtacg cagatgccca gctgtcctgc caagcccgag gcggcacact gagcatgccc 540 

aaagacgagg cagccaalgg cctgatggct tcatacctgg cacaggctgg cctggcccga €00 

gtcttcatcg gtatcaatga cctggagaaa gaaggtgctt tcgtgtactc ggaccgctcc 660 

cccatgcaga ccttcaacaa gtggcgcagt ggagagccca acaacgccta tgatgaggag 720 

gactgtgtgg agatggtggc ctcaggtggc tggaatgatg tggcctgcca. cattaccatg 780 

tacttcatgt gcgagtttga caaagagaac ttg 813 

<210> 59 
<211> 669 
<212> DNA 
<213> Homo Sapiens 



<400> 59 

atgaggggga atctggccct ggtgggcgtt 
ccatctggac atcctcagcc ggctggcgat 
ggcctcaaag gtgagaaagg agattccggt 
ccaggcctcc catgtgagtg cagceagctg 
gtctctcagc tgaccagcga gctcaagttc 
acggagagca agate tacct gctggtgaag 
tcctgccagg gccgcggggg cacgctgagc 
atggccgcat acctggcgca agccggcctg 
gagaaggagg gcgccttcgt gtactctgac 
cgcagcggtg agcccaacaa tgcctacgac 
ggcggctgga acgacgtggc ctgccacacc 
gagaacatg 

<210> 60 
<211> 741 
<212> DNA 

<213> Homo Sapiens 



ctaatcagcc tggccttcct gtcactgctg '60 

gacgcctgct ctgtgcagat cctcgtccct 120 

gacataggac cccctggtcc taatggagaa 180 

cgcaaggcca tcggggagat ggacaaccag 240 

atcaagaatg ctgtcgccgg tgtgcgcgag 300 

gaggagaagc gctacgcgga cgcccagctg 360 

atgcccaagg acgaggctgc caatggcctg 420 

gcccgtgtct tcatcggcat caacgacctg 480 

cactccccca tgcggacctt caacaagtgg 540 

gaggaggact gcgtggagat ggtggcctcg 600 

accatgtact tcatgtgtga gtttgacaag 660 

669 



<400> 60 

atgaggggga atctggccct ggtgggcgtt ctaatcagcc tggccttcct gtcactgctg 
ccatctggac atcctcagcc ggctggcgat gacgcctgct ctgtgcagat cctcgtccct 



60 
120 
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ggcctcaaag gagacatggg ggacaaagga cagaaaggca gtgtgggicg tcatggaaaa 180 

altggtccca ttggclctaa aggtgagaaa ggagattccg gtgacatagg accccctggt 240 

cctaatggag aaccaggcct cccatgtgag tgcagccagc tgcgcaaggc catcggggag 300 

atggacaacc aggtctctca gctgaccagc gagctcaagt tcatcaagaa tgctgtcgcc 360 

ggtgtgcgcg agacggagag caagatctac ctgctggtga aggaggagaa gcgctacgcg 420 

gacgcccagc tgtcctgcca gggccgcggg ggcacgctga gcatgcccaa ggacgaggct 480 

gccaatggcc tgatggccgc atacctggcg caagccggcc tggcccgtgt cttcatcggc 540 

atcaacgacc tggagaagga gggcgccttc gtgtactctg accactcccc catgcggacc 600 

ttcaacaagt ggcgcagcgg tgagcccaac aatgcctacg acgaggagga ctgcgtggag 660 

atggtggcct cgggcggctg gaacgacgtg gcctgccaca ccaccatgta cttcatgtgt ,720 

gagtttgaca aggagaacat g 741 

<210> 61 
<211> 741 
<212> DNA 
<213> Homo Sapiens 

<400> 61 

atgaggggga alctggccct ggtgggcgtt ctaatcagcc tggccttcct gtcactgctg ,60 

ccalctggac atcctcagcc ggctggcgat gacgcctgct ctgtgcagat cclcgtccct 120 

ggcctcaaag gggatgcggg agagaaggga gacaaaggcg cccccggacg gcctggaaga 180 

glcggcccca cgggagaaaa aggtgagaaa ggagattccg gtgacatagg accccctggt 240 

cctaatggag aaccaggcct cccatgtgag tgcagccagc tgcgcaaggc catcggggag 300 

atggacaacc aggtctctca gctgaccagc gagctcaagt tcatcaagaa tgctgtcgcc 360 

ggtgtgcgcg agacggagag caagatctac ctgctggtga aggaggagaa gcgctacgcg 420 

gacgcccagc tgtcctgcca gggccgcggg ggcacgctga gcatgcccaa ggacgaggct 480 

gccaatggcc tgatggccgc atacctggcg caagccggcc tggcccgtgt cttcatcggc 540 

atcaacgacc tggagaagga gggcgccttc gtgtactctg accactcccc catgcggacc 600 

ttcaacaagt ggcgcagcgg tgagcccaac aatgcctacg acgaggagga ctgcgtggag 660 

atggtggcct cgggcggctg gaacgacgtg gcctgccaca ccaccatgta cttcatgtgt 720 

gagtttgaca aggagaacat g 741 
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